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1 Introduction
Economists generally accept that the skills rewarded in the labor market arise from a com-
bination of endowed abilities, economic environments, and endogenous human capital in-
vestments. Endowments, environments and investments almost certainly interact in compli-
cated ways, transforming the distribution of abilities drawn at birth into a distribution of
education, wages, and labor supply outcomes over the life-cycle. Understanding this web of
interactions and its implications for economic inequality has been a long-standing project
in labor economics (Mincer, 1958; Becker and Chiswick, 1966; Griliches and Mason, 1972).
Indeed, selecting an appropriate policy response to inequality requires an accurate diag-
nosis of its origins. Poor households possess limited household resources, which naturally
suggests a role for redistributive policies. However, disparities in ability might also play a
part. If individuals with unfavorable ability draws do not acquire more human capital for
reasons unrelated to resources (e.g. lower returns to these investments), then simply re-
laxing resource constraints and expanding access to education may not substantially reduce
inequality. However, understanding the mapping between ability, investments, and economic
outcomes is challenging: ability is notoriously difficult to observe and typical proxies (such
as IQ test scores) are subject to the critique that they reflect earlier investments.
A common assumption is that genes and other biological factors at least partially de-
termine ability endowments across individuals (e.g. Todd and Wolpin (2003)). In this
study we exploit recent advances in genetics to explore the relationship between a genetic
index, educational attainment, and labor market outcomes in the Health and Retirement
Study (HRS). Specifically, we utilize a polygenic score (a weighted sum of individual ge-
netic markers) constructed with the results from Okbay et al. (2016) to predict educational
attainment.1 The markers most heavily weighted in this index are implicated in neuronal
development and other biological processes that affect brain tissue. We interpret the poly-
genic score as a measure of one type of endowed ability.2 Even if this score is correlated
with parental characteristics, its use is not subject to the critique that it is the product of
earlier investments, since it is fixed at conception.3 Pairing this type of genetic information
1Research reported in Okbay et al. (2016) represents the cutting edge in behavioral genetics relating
specific genetic variants to education. We discuss their paper and the research leading up to it in Section 2,
where we provide further details on the genetic data used in this project. Additional background information
on the genetic data we use is in Appendix A.
2Consistent with this view, Belsky et al. (2016) show evidence that some of the genes forming part of the
score constructed in Okbay et al. (2016) are implicated in early childhood development, e.g., beginning to
talk earlier.
3As we explain throughout the paper, the genetic index is correlated with environments and investments,
since parents pass on their genes in addition to shaping environments and making investments. Nevertheless,
the fact that environments and investments do not change the genetic score offers an important exclusion
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with rich longitudinal data allows us to study the structure of ability endowments, including
how they interact with childhood environments, human capital investments, and changing
macroeconomic conditions.
The use of observed genetic variation offers advantages relative to existing methods for the
analysis of ability. In empirical labor economics, ability is typically subsumed into an error
term, averaged out with additive fixed-effects, or relegated to a “black box” of permanent
unobserved heterogeneity that must be integrated out of econometric models (Lillard and
Willis, 1978). In such approaches the structure of ability, including its interactions with
environments, is assumed rather than observed. This is defensible if the goal is to reduce
bias in estimation by controlling for omitted factors. However, it becomes problematic when
the goal is to learn about the structure of ability and the implications for policy. A popular
alternative has been to use proxies, such as IQ or AFQT test scores, as measures of cognitive
ability. However, a number of studies indicate that these proxies are significantly influenced
by investments and environmental changes (Flynn, 1987; Turkheimer et al., 2003; Todd
and Wolpin, 2007).4 Among other things, this means that two individuals with the same
cognitive test scores but different childhood circumstances (e.g. parental socio-economic
status or poverty) are unlikely to have started with the same underlying ability endowments.
Reliance on these proxies may therefore lead the analyst to mis-attribute observed disparities
in economic outcomes to unequal ability endowments rather than to unequal investments
over the life-cycle. In turn, this could lead to incorrect conclusions on the returns to high-
quality public education, the effect of college subsidies, and other policy-relevant estimands.
We present three main sets of results. First, we document associations between the poly-
genic score, educational attainment, and childhood socio-economic status (SES). Using the
HRS data, we replicate the strong relationship between the genetic score and educational
attainment found in Okbay et al. (2016). The polygenic score accounts for a large percentage
of the variation in years of schooling (3.2-6.6 percent depending on the control set).5 After
this replication exercise, we turn to new analyses enabled by the availability of molecular ge-
netic data for the HRS respondent. We examine the relationship between the polygenic score
and retrospective measures of childhood SES. Here, a surprising descriptive fact emerges.
While the polygenic score is positively correlated with childhood SES, these associations are
restriction.
4Proxies for endowments measured among children or newborns are also subject to this type of critique
(Almond and Currie, 2011).
5Twin studies have established that roughly 40 percent of the variation in educational attainment can
be attributed to genetic endowments, suggesting that genes represent an important component of endowed
ability (Branigan, McCallum, and Freese, 2013). The polygenic score captures some of this variation. It
is important to keep in mind that twin studies do not identify the specific genetic variants associated with
educational attainment.
2
modest. The distribution of the score is strikingly similar across SES groups. We observe
comparable numbers of individuals growing up in low-SES and high-SES environments for
any range of score values. This empirical pattern makes it possible to compare economic
outcomes for a large set of individuals with similar genetic scores, but different childhood
SES. Specifically, we study interactions between childhood SES and educational outcomes.
We find that while high childhood SES seems to reduce the association between genes and
the probability of completing high school, it increases the genetic gradient in the propensity
to earn a college degree. These findings could reflect different patterns of substitutability
between genes and family resources in producing early versus later human capital outcomes.
This provides some evidence that gene-environment interactions may be important for un-
derstanding economic disparities and the distributional consequences of interventions.6
Our second set of new results concerns adult labor market outcomes. We first show a
strong relationship between the polygenic score and wages, but only for the college educated.7
Coupled with the earlier finding that the relationship between genetic endowments and
college education is weaker for individuals reporting low childhood SES, the wage results
highlight a policy-relevant concern. Individuals born into disadvantaged circumstances with
high genetic scores are less able to capitalize on their endowed ability in the labor market.
More strikingly, we do not find this pattern when we use a more conventional adult cognitive
test score as a proxy of ability. Instead, cognitive test scores predict higher wages for
individuals regardless of college completion, which could lead to inaccurate conclusions about
how individuals benefit from their ability in the labor market. The observability of genetic
endowments may add a new dimension to our understanding of skill-biased technological
change. Among college graduates the genetic premium has grown to become substantial in
more recent cohorts. We argue that these results are consistent with recent literature on
income inequality showing not only an increase in the college premium, but also a rise in the
residual wage variance within educational groups (Lemieux, 2006). This link to technological
change is supported by a positive association between the score and the kinds of non-routine
job tasks that are complemented by computerization (Autor, Levy, and Murnane, 2003).
A recurring theme in our first two sets of results is that individuals born into low-SES
6This is linked to work on treatment effect heterogeneity, which has emerged as an important topic in
econometrics and applied work. Heckman and Vytlacil (2005) develop econometric methods for the case
of heterogeneous treatment effects, either due to choices or responses. Many studies document a range of
heterogeneous responses to interventions related to labor, including welfare reform (Bitler, Gelbach, and
Hoynes, 2006), information about payoffs to education (Wiswall and Zafar, 2015) and education subsidies
(Todd and Wolpin, 2006). Related, Keane, Moffitt, and Runkle (1988) study how heterogeneity affects
responses to shocks, in their case labor supply decisions over the business cycle.
7Taubman (1976) is an early contribution using data on twins, who have similar or identical genotypes,
to assess the amount of variation in earnings attributable to genes.
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families see lower returns to their ability endowments (as measured by the polygenic score)
compared to those born into high-SES families. This suggests the existence of unrealized
human potential. In our third set of results, we explore this more directly by comparing
economic outcomes for individuals with similar genetic scores who grew up in different en-
vironments. Here, we go beyond measures of family SES and also consider low-probability
acutely adverse events, such as physical abuse during childhood and drug or alcohol prob-
lems of parents. In general, we show that these various measures of childhood circumstances
predict different economic outcomes, such as employment and wealth near retirement - some-
times considerably. For example, even after we control for childhood SES, a report of abuse
predicts a 40 percent reduction in wealth near retirement for individuals with similar genetic
scores. We also find, however, that some (but not all) disparities in economic outcomes are
moderated by education.
This paper adds to an emerging literature examining molecular genetic associations with
educational attainment.8 However, to our knowledge, this is the first study to estimate the
returns to ability using micro genetic data and disaggregated measures of wages, labor force
participation, and wealth. Our results therefore offer two broad contributions that link the
literature on behavioral genetics to the economics literature on human capital, ability, and
economic outcomes. First, our results demonstrate that several core findings obtained with
ability proxies, such as test scores, continue to hold with a biological measure of ability that
is fixed at conception. Even if genetic data offered no other insights, this would provide
some evidence that test scores capture useful information on endowed ability, and not just
post-birth investments. A second contribution, however, consists of novel results on the
structure of ability that emerge from the use of genetic data in the HRS. Specifically, we
show that the wage returns to genetic ability (controlling for education) appear only for
those with at least a college degree, and that these returns appear to have grown across
birth cohorts that witnessed a period of major structural change in the economy. These
results implicate genetic heterogeneity in a series of important and well-documented patterns
in labor economics, including skill-biased technological change. Our results on interactions
between childhood SES and educational attainment provide another distinct contribution
by indicating that people with favorable genetic endowments may face barriers to exploiting
their ability if they are born into poor families.9 Together, these results illustrate how genetic
8For example, in a recent paper, Schmitz and Conley (2016) demonstrate that the effect of military
service on educational attainment is moderated by the same polygenic score considered here. In Section 2,
we discuss more papers in this line of research.
9Using an older (and less predictive) version of the score we use, Belsky et al. (2016), studying a sample of
New Zealanders, suggest that there may be a weaker association between genetic ability and lifetime success
for high-SES households.
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measures can be used to generate novel insights about how ability interacts with investments
and environments to generate economic outcomes.
The remainder of the paper is organized as follows. In Section 2, we discuss recent devel-
opments in behavioral genetics (and their limits), focusing on techniques used to establish
links between genes and economic outcomes. In Section 3, we relate the polygenic score
to education and childhood SES. In Section 4, we discuss how the polygenic score relates
to labor market outcomes. In Section 5, we compare outcomes for individuals with simi-
lar polygenic scores but different childhood SES and address the idea of unrealized human
potential. Section 6 concludes.
2 Genetic Data, GWAS, and Their Limits
In this section, we provide some basic information about molecular genetic data and attempt
to highlight why estimating gene-behavior associations has been problematic in the past.
Moreover, we discuss how advances in the field (especially genome-wide association studies
GWAS) have allowed researchers to overcome these problems. We also discuss the origin
of the polygenic score for education used in this study. Appendix A provides additional
detail.10
The human genome consists of approximately 3 billion nucleotide pairs spread out over
23 chromosomes.11 A DNA molecule is often thought of as double-helix ladder, with the
nucleotide base pairs forming the “rungs” of the ladder. Each rung can either be an adenine-
thymine pair, or a guanine-cytosine pair. Thus, the human genome can be thought of as a
series of 3 billion genetic addresses, each of which contains a particular base pair molecule in a
particular position.12 Furthermore, each individual possesses two copies of each chromosome,
one from each parent. A gene is a subsequence of base pairs within a chromosome, which
vary in length but may contain thousands of base pairs.
10We are grateful to Aysu Okbay for clarifying a number of questions on the description we provide in this
section. However, any erroneous statements are the sole responsibility of the authors.
11Most of the background information presented here on the human genome follows Beauchamp et al.
(2011) and Benjamin et al. (2012).
12If the DNA strand can be thought of as a ladder with the nucleotide pairs being the rungs, then the rails
or sides of the ladder are formed by phosphate and sugar molecules. These rails can be distinguished as either
the positive (+) or negative (−) strands. At a particular location, it will matter which nucleotide molecule
is attached to which strand. For example, if there is an adenine-thymine pair in a particular position where
the adenine molecule is attached to the positive strand, this would be denoted by an A. However, if instead
the thymine molecule were attached to the positive strand, this would be denoted by a T. This means that
four possible variants could exist at a given address: A, T, G, or C, depending on which nucleotide pair
is present, and the position of that pair relative to the positive strand. However, most SNPs are biallelic,
meaning that there are only two observed alleles at a particular location.
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At the vast majority of locations in the genome (about 99 percent), there is no variation
across individuals in the nucleotide pair that is present. At the remaining locations (less than
1 percent), the base pair may differ across individuals.13 Such locations are referred to as
single-nucleotide polymorphisms (SNPs, pronounced “snips”). Particular SNPs are referred
to by a name (e.g. rs7937), which indicates its position in the genome. For each individual
and at each SNP location, we can typically record an individual’s genotype by counting the
number of copies of a reference molecule (or allele) that an individual possesses at a particular
location. Since each individual has two copies of each chromosome, an individual can either
have zero, one, or two instances of the reference allele. Molecular genetic data thus most
commonly take the form of a series of count variables indicating the number of copies of the
reference allele possessed by individual i at a particular SNP (e.g. rs7937i ∈ {0, 1, 2}). A
major task of behavioral genetics involves determining which, if any, of these SNP variables
are associated with behavioral outcomes.
2.1 Gene-Behavior Associations and GWAS
A traditional approach to discovering gene-behavior associations rests on examining candi-
date genes. Under this paradigm, researchers use some knowledge of the relevant biological
processes to suggest locations in the genome that might contain variation associated with
a particular outcome. Unfortunately, this approach has also generated a large number of
reported associations that have failed to replicate outside of their discovery samples. This
problem has been so widespread that an editorial statement from the journal Behavior Genet-
ics stated that “[t]he literature on candidate gene associations is full of reports that have not
stood up to rigorous replication,” and that “it now seems likely that many of the published
findings of the last decade are wrong or misleading and have not contributed to real advances
in knowledge,” (Hewitt, 2012). This pattern emerged, in part, because traditional candidate
gene studies have been severely underpowered to detect real genetic effects. Sample sizes
in general have been too small relative to plausible effect sizes for individual SNPs, making
it likely that statistically significant associations are the result of chance. This problem is
exacerbated when studies search over many candidate genes, creating a multiple hypothesis
testing problem that increases the likelihood of finding false positive results (Benjamin et al.,
2012).
Gnome-wide association studies (GWAS) provide an alternative approach to the use of
candidate genes. Under the GWAS methodology, researchers scan the entire genome for
13We also note that other forms of genetic variation exist. Such variation is typically referred to as
structural variation and may include deletions, insertions, and copy-number variations. (Feuk, Carson, and
Scherer, 2006).
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SNPs that are associated with a particular phenotype (trait or outcome), but adopt strong
measures to deal with multiple hypothesis-testing. In practice, this involves regressing an
outcome variable of interest (e.g., years of education) against hundreds of thousands of in-
dividual SNPs, and adopting stringent p-value thresholds for identifying an association. If
found significant using these thresholds, the gene-behavior association is considered genome-
wide significant. It is standard GWAS practice to include principal components of the full
matrix of SNP data as essential controls. As indicated by Price et al. (2006) (and discussed
at length in Benjamin et al. (2012) in the context of economic outcomes) the principal com-
ponents can correct for population stratification and account for genetic differences across
ethnic groups. The presence of these controls limits the concern that gene-behavior associa-
tions reflect associations with specific ethnic ancestry groups as opposed to specific biological
pathways.14
The rise of GWAS studies has produced a number of credible, replicable gene-outcome
associations. GWAS findings are also able to point to important genetic variants that have
not yet emerged as candidate genes. For example, GWAS methods have led to the discovery
of important variants that predict obesity and type 2 diabetes (Benjamin et al., 2012).
Existing work has also demonstrated the importance of credibly identified SNPs for several
economically relevant outcomes. These SNPs either directly emerged from a GWAS or
were candidate genes that were validated by later GWAS results. An established literature
documents a number of credible genetic associations with smoking behaviors (Bierut 2011,
Thorgeirsson 2010). Fletcher (2012) demonstrates that a SNP associated with smoking
intensity also appears to moderate the effect of tobacco taxes. More closely related to our
work, another set of studies suggests indirect linkages between genetic variants and human
capital. For example, Fletcher and Lehrer (2011) use a set of SNPs associated with health
outcomes to provide exogenous within-family variation to estimate a causal relationship
between health and education. Thompson (2014) shows that a variant associated with the
MAOA gene (implicated in aggression) appears to moderate the relationship between income
and education.
In a series of landmark discoveries, recent GWAS have identified some of the first direct
associations between specific SNPs and educational attainment (Rietveld et al., 2013; Okbay
et al., 2016). This is remarkable given that the paths linking biology to education are less
direct than those associated with traits such as eye color, or a heritable disease. After
documenting the first genome-wide significant associations for education (Rietveld et al.,
2013), the Social Science and Genetics Consortium has recently extended their analysis to
14In our subsequent analysis we always control for population stratification using the first 10 principle
components of the full matrix of genetic data, which is a standard practice in the genetics literature.
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perform an educational attainment GWAS with an unprecedented sample size of 293,723.
In this follow-up study, Okbay et al. (2016) discovered 74 SNPs that attained genome-wide
significance. Many of these SNPs were linked to biological processes known to be involved
in fetal brain development.15
GWAS results are often aggregated into polygenic scores for the purposes of prediction.
Such scores are linear combinations of individual SNP measures.16 While the weights as-
signed to each SNP typically vary across methods, these weights are usually based on the
strength of a SNP’s association with the outcome of interest and the joint covariance matrix
of the SNPs. As detailed in Appendix A, our genetic measure in this study is a polygenic
score for education constructed by Okbay et al. (2016). Importantly, although HRS data are
used in the published results for Okbay et al. (2016), the score used here (supplied by the
authors of Okbay et al. (2016)) has been calculated without HRS data, ensuring that the
score does not mechanically predict educational outcomes. We refer to this as the EA score,
where EA stands for “educational attainment.” Since this is the only polygenic score we
examine in this paper, we use the terms “EA score,” “polygenic score,” and “genetic score”
interchangeably.
Existing work suggests that polygenic scores usefully summarize genetic information con-
tained by some of the SNPs associated with education. Most existing studies work with an
older, less predictive polygenic score based on the results of Rietveld et al. (2013). Domingue
et al. (2015) demonstrate that this polygenic score predicts educational attainment in the
Add Health study, and that this association appears to operate separately from childhood
environments since it predicts higher education within sibling groups. Indeed, Rietveld et al.
(2014) find similar coefficients on a related polygenic score using either within-family varia-
tion or within and across family variation. Also related, Conley and Domingue (2016) find
evidence of changing patterns of assortative mating across cohorts and Schmitz and Con-
ley (2016) use the same genetic index that we use to show that genetic heterogeneity can
moderate the impact of military service during the Vietnam War on subsequent educational
attainment. Finally, and closer to our work, Belsky et al. (2016) examine a sample of 918
New Zealanders and show that a similar polygenic score not only predicts education, but also
an index of adult success conditional on education. In relating genes predicting education to
15We note that Okbay et al. (2016) also find a significant “but very small” association between this
genetic score and and height, which suggests that the score may be picking up some variants that do
not exclusively work through cognitive channels. Nevertheless, the evidence presented in Okbay et al.
(2016) heavily implicates cognitive mechanisms in the biological pathways that link the score to educational
attainment.
16The polygenic score that we use is constructed using all of the SNPs that we observe, and not just those
that attain genome-wide significance. This follows the practice in Okbay et al. (2016), which found that
such an all-SNP score does a better job of predicting educational attainment in holdout samples.
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an aggregated measure of success in the labor market, their study provides important cross-
validation to our own work, though with a different sample and a substantially different set
of outcomes and research questions.17
We conclude this section by briefly discussing three important caveats and points of
clarification. First, it is important to note that the genetic variants used in the construction
of this genetic score are not located on sex chromosomes. For this reason, the distribution
of these variants should be identical across men and women. Second, we do not claim to
estimate causal effects of particular genetic variants. Any gene-outcome association that we
observe in general reflects a combination of a direct effect and an indirect effect operating
through the environments that parents make for their children. Parents with advantageous
genetic endowments (which they pass on to their children) are more likely to have the
resources or capacity to create better environments. Even so, an individual’s genetic make-
up is not changed by human capital investments. In contrast, IQ and other cognitive test
scores are subject to the critique that they reflect environmental factors, such as earlier
human capital investments. For example, Bharadwaj, Løken, and Neilson (2013) find that
variation in health care received by newborns has an impact on academic achievement years
later.18 Genetic indices are not subject to this critique since they are fixed at conception.
As we elaborate below, this generates an important exclusion restriction which can be used
to correctly sign ability-environment interactions.
A final caveat to our use of genetic data is that it may misrepresent ability. By aggregating
a number of genetic variants into a single score, we are implicitly assuming that these factors
work together in determining a single scalar value that can be thought of as labor market
ability. However, a growing literature suggests that ability is multi-dimensional. There
may be distinct cognitive abilities (e.g., mathematical ability or facility with language) each
possessing different associations with economic outcomes (Willis and Rosen, 1979; Heckman,
1995; Cawley et al., 1997). Ability may also encompass not just cognition, but non-cognitive
factors as well (Heckman and Rubinstein, 2001).19 On this point, we are tied to the state
of the art in genetics. We do not yet have the tools to credibly determine whether the
individual genetic markers that make up the score contribute to distinct abilities.
17For example, their analysis does not specifically estimate returns in a wage equation or examine how
college degree status or birth cohort appears to moderate such returns.
18Even birth weight, another proxy of innate endowments that has been used in prior literature is not
immune to this critique as it reflects in utero investments, e.g., mother’s smoking behavior (Lien and Evans,
2005), exposure to pollutants (Currie, Neidell, and Schmieder, 2009) stress during pregnancy (Camacho,
2008; Currie and Rossin-Slater, 2013) or mothers’ own health (Costa, 1998). See also Aizer and Currie
(2014) for a recent discussion.
19On multidimensionality, Willis and Rosen (1979) emphasize manual skill, which they distinguish from
academic skill.
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3 Genes, Education, and Childhood SES
Our analysis of genes, education and childhood SES proceeds in four steps. First, we discuss
construction of our analytic sample from the HRS and provide basic descriptive statistics
(Section 3.1). Second, we study associations between the polygenic score and education
outcomes (Section 3.2). We confirm that the polygenic score of Okbay et al. (2016) does
indeed have considerable explanatory power for the educational outcomes observed among
individuals in the HRS. Third, we relate the genetic score to several retrospective measures of
childhood SES reported in the HRS (Section 3.3). We also demonstrate that the distribution
of the polygenic score is strikingly similar for individuals reporting high childhood SES
versus low childhood SES. Fourth, we study gene-environment interactions, comparing the
relationship between the polygenic score and education outcomes for individuals who report
high versus low childhood SES (Section 3.4).
3.1 The HRS Sample and the Genetic Score
The HRS is a longitudinal panel study that follows over 20,000 Americans over age 50 and
their spouses. Surveys began in 1992 and occur every two years. The HRS collected genetic
samples from 15,680 individuals over the course of three waves (2006, 2008, 2010). Since
genetic data from the 2010 wave have not yet been publicly released, our sample only includes
individuals genotyped in 2006 and 2008.20 Individuals in the genotyped sample tend to be
born in younger birth cohorts, since survival until at least 2006 is required for inclusion.
Moreover, women and individuals with more education were more likely to agree to the
collection of genetic data.
Our main analysis sample includes all genetically European individuals born before
1965 with non-missing genetic and education data.21 We restrict the sample to European-
Americans because the polygenic score we use here was discovered in a sample of all genetic
Europeans. The resulting sample includes 8,554 individuals. Table 1 provides some basic
descriptives on demographic and educational variables. The mean level of educational at-
tainment is about 13 years, with 13 percent of the sample failing to graduate from high
school or obtain a GED and about 25 percent of the sample earning at least a four year
20Release of genetic data from the 2010 wave is imminent. Thereafter, the genetic score variable must be
re-computed for the larger sample. At that point, it should be straightforward to extend our econometric
analysis to include the larger sample.
21As part of the genetic data release, the HRS also released a file flagging 8,652 individuals as being of
European descent based on their genes. In separate analyses, available on request, we also show that the
main results presented in this paper hold when we enlarge the sample to include all 10,045 individuals who
self-identify as being white.
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college degree. Roughly 42 percent of the sample is male. In our subsequent analysis of
educational outcomes, we pool genders, but control for gender interacted with birth year.22
Table 1 provides descriptive statistics on parental education, as well as a series of cate-
gorical variables describing health and various aspects of the SES of the respondent during
childhood. These measures include a self-reported five-point scale for health during child-
hood, a variable indicating the SES of the respondent’s family (Well off, Average, or Poor),
as well variables indicating whether the respondent’s family suffered various negative eco-
nomic shocks (moving due to hardship, asking other families for help, or experiencing an
extended period of paternal unemployment or economic inactivity). To construct the fa-
ther’s income variable, we first obtain HRS survey responses on the usual occupation of
the respondent’s father (when the respondent was age 16). This father occupation variable
is then matched with average labor income data from the 1960 census for prime-age male
workers to construct an occupation-specific income variable.23
Turning to genetic data, Figure 1 presents a plot of the (kernel-smoothed) density of the
EA score variable in our sample. Values of the score have been demeaned and re-scaled to
measure standard deviations relative to the mean. Figure 1 suggests that the distribution
of the EA score is approximately normal.
3.2 The Polygenic Score and Education in the HRS
We now study the relationship between the polygenic score and educational attainment in
the HRS. Table 2 presents coefficient estimates for regressions explaining years of schooling
in our sample. All regressions in Table 2 include a full set of dummy variables for birth year,
a male dummy, and a full set of interactions between the birth year and gender dummies.
Additionally, every specification includes the first 10 principle components of the full matrix
of genetic data. Recall from our discussion in Section 2 that doing so helps us to control for
subtle stratification of ethnic groups. Column (1) presents estimates using just this basic set
of controls. The estimated coefficient on EA score suggests that a one standard deviation
22Recall from our discussion in Section 2 that the polygenic score does not reflect variants on sex chromo-
somes, so its distribution should be identical in men and women. In our labor market analysis, we focus on
males to bypass considerable issues associated with selection into employment. In Appendix B, we explore
possible gender differences in how the EA score relates to years of education. There are some specifications
showing larger coefficients on EA score for men compared to women. The sizes of some gender differences we
estimate are not trivial, but it is worth mentioning that results are not very robust, with gender differences
showing up only for some very specific sets of SES controls. An obvious direction for future research would
be to study how the genetic score interacts with female labor supply decisions and labor outcomes.
23These retrospective childhood SES measures are discussed in greater detail in Section 3.3.
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increase in the score is associated with 0.663 more years of schooling.24 Note that the
incremental R2 associated with the genetic score in this regression is 0.066, indicating that
the score is capable of explaining a large fraction of the variance in educational attainment.
We argue that the EA score measures biological factors that enhance an individual’s
ability to acquire new skills or reduce the effort costs of learning. Such an interpretation
would be threatened if the score-education relationship were largely driven by correlations
between genetic factors and environments that are more conducive to learning. For example,
it could be the case that the EA score predicts household resources that reduce the cost of
more schooling, but not an individual’s learning ability or capacity for skill acquisition. We
therefore explore the robustness of the association as more demographic controls are added.
In Column (2), we add separate measures for father’s education and mother’s education
in addition to our basic regressors.25 As expected, both measures of parental education are
positively and significantly related to educational attainment. However, even after control-
ling for parental education, the EA score still exhibits a strong association with educational
attainment, with a coefficient of 0.491. The incremental R2 associated with the EA score
falls, but remains large at about 0.035. It is unsurprising that controlling for parental educa-
tion attenuates the relationship between the EA score and educational attainment. Parental
EA scores are necessarily highly correlated with those of their biological children. As long
as parental EA scores are associated with parental education, there will be a mechanical re-
lationship between parental education, children’s EA scores, and children’s education. The
fall in the coefficient may also reflect the fact that individuals with higher scores are receiv-
ing higher levels of investment from their better education parents. However, the results of
Domingue et al. (2015) and Rietveld et al. (2014) suggest that cross-household differences
in resources or investments are unlikely to explain much of the score-education relationship,
given the similarity of estimates using within-family variation and those using within and
across-family variation. Nevertheless, in our subsequent analysis, we will control for parental
education in virtually all of our regressions. If we do not, our main results stay the same or
become stronger.
In Column (3), we add a set of categorical variables reflecting self-reported health during
childhood. An extensive existing literature links childhood health to SES and labor market
outcomes later in life (see Currie (2009) for a review). Indeed, we find that lower self-reported
health levels (relative to the Excellent reference category) exhibit a significant negative
association with educational attainment. It is worth noting that these health variables
24Patterns of missingness in the genetic data make it difficult to use sampling weights provided by the
HRS. All regressions presented here are unweighted.
25As seen in Table 1, parental education is missing for a non-trivial number of individuals. We address
this issue by adding separate dummy variables indicating missing values of father’s and mother’s education.
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have a combined incremental R2 of about 0.006 in this specification (0.015 when parental
education is not included), which is substantially smaller than the incremental R2 associated
with the EA score.26 In Column (4), we add a battery of controls measuring SES during
childhood. These include dummies for whether or not the individual’s family moved due to
financial stress, whether the family ever asked another family for financial help, whether or
not the individual’s father was ever unemployed for a significant time, and a measure for
the average income of the father’s occupation in the 1960 census. Adding these controls
does not significantly reduce the coefficient estimate on the EA score. In Column (5), we
show that our estimates are robust to the addition of dummies for the region of birth and
an individual’s religious affiliation. Comparing Columns (1) and (5), the entire battery of
childhood socio-economic and health controls boosts R2 by about 0.166. The incremental
R2 of 0.032 associated with the EA score is substantial by comparison.27
Table 3 considers the relationship between the EA score and dummy variables indicating
different types of highest earned degree (No Degree, Two-Year College, College, or Graduate
(MA or Professional Degree)). The EA score is significantly negatively associated with
having no degree, but positively associated with having a college degree and earning a
graduate degree. It is not associated with having a two-year degree. Additionally, the genetic
score not only predicts educational attainment, but also educational performance. Column
(4) presents coefficient estimates from a specification in which the dependent variable is an
indicator for whether the individual reported having to repeat a grade of schooling. These
regressions include controls for education (years) and a complete set of dummies for degree
26In results available from the authors, we experiment with specifications adding a series of more specific
controls related to health during childhood. These include indicators for measles, mumps, chicken pox,
school absences, sight problems, parental smoking, asthma, diabetes, respiratory problems, speech problems,
allergies, heart conditions, ear problems, epilepsy, migraines, stomach problems, blood conditions, depression,
drug use, psychological conditions, concussions, disabilities, childhood smoking, learning disabilities and
other problems. When these are added to a basic regression explaining years of education (i.e., Column (1)
in Table 2 but excluding the EA score), they have a combined incremental R2 of 0.104. Even when we control
for these variables, we find that results on the relationship between EA score and educational attainment
are consistent with the results in Table 2. For example, adding all of these childhood health dummies to
the specification in the last column of Table 2 yields a point estimate of 0.423 for the coefficient on the EA
score, which is within the 95 percent confidence interval of the estimate without these added controls.
27It should be noted that many of these SES measures may be highly correlated with parental education.
Thus the change in R2 across specifications is not necessarily a good measure of the relative importance of
each new set of controls, since their relationship with education may already be reflected in the relationship
between parental education and own-education (Gelbach, 2016). However, the aim here is not to demonstrate
the relative importance of each set of controls. Rather, we are concerned with the range of explanatory power
of the polygenic score as we control for additional measures of childhood circumstances. If we include the
maximal set of SES controls but exclude parental education (a modified version of Column (5) in 2), this
yields an R2 of 0.212. Compared to the result in Column (1), this suggests a incremental R2 of 0.088 for
all SES controls when ignoring parental education. In this specification the EA score has a incremental R2
of 0.049. Much of the explanatory power of our SES variables is being picked up by parental education.
Nevertheless, the incremental predictive power of the EA score is substantial in any of these comparisons.
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earned. The results suggest that even conditional on completed education, the EA score is
significantly negatively associated with the probability of repeating a grade. A one standard
deviation increase in the genetic score is associated with a 3.7 percentage point reduction in
the risk of ever failing a grade. Panel B of Table 3 shows that these relationships hold even
when we control for parental education.
Taken together, the results in Tables 2 and 3 provide support for two propositions. First,
the genetic variation captured in the EA score is strongly associated with educational at-
tainment along nearly every margin. Compared to other observables, the EA score accounts
for a large fraction of the variation in educational attainment. Second, this relationship does
not appear to be driven strongly by childhood environmental factors, at least those that are
measurable in the HRS. The inclusion of several controls for different aspects of childhood
SES does little to attenuate the relationship between the EA score and education.28 We now
take a closer look at the relationship between childhood SES and the EA score.
3.3 The Polygenic Score and Childhood SES
One aim of our subsequent analysis in this section is to better understand how genes and the
environment interact. To accomplish this, we use information on childhood environments.
Although the HRS surveys individuals at older ages, it contains a set of retrospective ques-
tions about childhood circumstances. These can be used to construct variables related to
the SES of an individual’s household during childhood. Here, we introduce four childhood
SES measures in the HRS constructed from the retrospective questions in the Demographics
file. All of the measures we construct are binary variables that take the value 1 for high
childhood SES and 0 otherwise. We also demonstrate that although some childhood SES
variables predict a higher genetic score, the distributions of the polygenic score for high-
childhood-SES and low-childhood-SES individuals are strikingly similar. The four variables
we construct are:
1. Family well off : High SES indicates respondents who reported that their family was
“pretty well off financially” or “average” from birth to age 16. Low SES indicates
respondents who reported that their family was “poor”.
2. Father income: Based on respondent-provided information about father’s usual oc-
cupation, we use income data from the 1960 census to impute an annual salary / work
income for each father. We calculate the median for this father’s income variable and
28The exception is parental education. However, as discussed earlier, controlling for parental education
likely captures the association between parents’ and children’s genetic endowments.
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classify individuals whose fathers earned above median incomes as experiencing high
SES during childhood.
3. Move or help: The HRS asks separate questions about whether a respondent’s family
ever had to move residences or ask relatives for help due to financial reasons. Since
these events are similar (capturing an extraordinary household response), we combine
them into a single variable. This combination increases variation in this measure
since moving or asking for help are each less frequent events.29 High SES indicates
respondents whose family never had to move or ask relatives for help for financial
reasons. Low SES indicates respondents whose families did either move or ask relatives
for help.
4. Father employment: High SES indicates respondents whose father never experienced
a significant unemployment spell (“several months or more”). Low SES indicates re-
spondents whose father did experience a significant unemployment spell, or those whose
fathers were dead or never lived with them. Notice that this variable incorporates in-
formation on family structure since it takes the value 0 if the child is raised without a
father.30
These SES variables have several shortcomings. For one, they are retrospective, which
may lead to non-random measurement or reporting error. For example, an individual’s SES
during adulthood could affect how they recall or report childhood circumstances. Alter-
natively, perceptive individuals may be more aware of their parents’ financial difficulties
during childhood. If so, then the “Move or help” variable may capture unobserved skills
that also lead to better economic outcomes. Potential measurement problems motivate the
use of several SES variables, which allows us to assess whether empirical patterns are robust
across measures. Moreover, though the variable “Father income” is based on averages, it is
unlikely to be subject to the same types of reporting error as the other variables.31 Finally,
we note that there are other measures we could use, including questions about parents’ drug
or alcohol abuse or physical abuse during childhood. These are relatively rare events, but
we discuss them further in Section 5.
29About 18 percent of respondent families had to move, and about 14 percent had to ask for help. When
combined, about 25 percent had to take at least one of these actions.
30All results using this variable are robust to treating cases where the father is dead or never lived nearby
as missing.
31These issues also motivate ongoing work, where we study younger cohorts. It is worth mentioning,
however, that findings in Belsky et al. (2016) provide support for the idea that the polygenic score is related
to learning during childhood. Though results are difficult to compare since they use a polygenic score from
an earlier GWAS, they find evidence that children with higher scores began talking earlier and, by age 7,
were stronger readers.
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Despite possible measurement and reporting issues, we show that the SES variables ex-
hibit consistent relationships with education attainment and the polygenic score. As shown
in Panel A of Table 4, each of the childhood SES indicators is associated with significantly
higher levels of educational attainment. The strongest relationship is shown for the measure
based on father’s income. Having a father with above-median income is associated with an
increase in educational attainment of 0.76 years, even after controlling for parental educa-
tion. In Panel B, we present coefficient estimates when the respondent’s EA score is the
dependent variable. These results allow us to assess the extent to which environments might
be correlated with an individual’s genotype because of an association with parental genotype
and economic outcomes. The results in Panel B suggest that the relationship between EA
score and environments is positive, but not particularly strong. There is no statistically
significant relationship between EA score and the SES measure based on family’s economic
situation. Paternal income displays the largest relationship between an SES measure and
the genetic score. Individuals having a father with above-median occupational income have
genetic scores that are on average higher by a little over one-tenth of a standard devia-
tion.32 Once we control for parental education, the incremental R2 associated with each SES
measure is very small, ranging from less than 0.001 to 0.004.33
To further explore the relationship between measures of childhood SES and the poly-
genic score, we plot the distribution of the score separately for high-childhood-SES and low-
childhood-SES individuals using each of the four measures. These plots are found in Figure
2. The most striking pattern is that, for each SES measure, the polygenic score distributions
are similar across SES groups.34 In other words, there is little evidence that individuals who
grew up in poverty have systematically low genetic endowments. This contrasts sharply with
Figure 3, which demonstrates the substantial difference between the distributions of the EA
score for individuals that completed at least a college degree and those that did not. Taken
32To put this into perspective, the average difference in imputed father’s income between the high and
low SES individuals based on the father’s income measure is approximately $14,000. Using evidence from
the Earned Income Tax Credit, Dahl and Lochner (2012) find that a $1,000 increase in family income
contemporaneously raises a combined reading and math achievement score for children by 6 percent of a
standard deviation. If the degree of association between parental resources and the genetic score matched
this association between family income on achievement scores, then one would expect that individuals in our
sample from high and low income households should differ in their average EA score by about 84 percent of
a standard deviation. The observed difference of 13 percent of a standard deviation (or 23 percent without
parental controls) is small by comparison.
33As expected, if we do not control for parental education (Panel C of Table 4), high SES predicts the
EA score more strongly. Coefficients on the high SES variables increase in magnitude and the incremental
R2 associated with each SES measure ranges from 0.002 to 0.012, where the larger number is for the SES
measure based on father’s income.
34For each measure of childhood SES, we use a Kolmogorov-Smirnov test to reject the null hypothesis that
the distributions are equal.
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together, these results and the associations in Tables 2-4 provide support for two ideas. First,
it appears that both genetic endowments and environmental factors play important roles in
generating educational attainment. Second, the links between childhood SES and education
are not primarily driven by selection on ability, which would be reflected by more apparent
differences in the polygenic scores across groups.35 What remains to explain is how genes
and childhood environments interact to produce education outcomes, which we study in the
following section.
3.4 Childhood SES and the Gene-Education Gradient
A large literature explores the extent to which conditions during childhood affect completed
education and later-life outcomes (Black, Devereux, and Salvanes, 2005; Cunha and Heck-
man, 2007). Since government policies can affect resources available during a child’s early
life, understanding more about the relationship between childhood environments and hu-
man capital accumulation has clear policy relevance. Our results highlight an important
sign change in the interaction between childhood SES and the polygenic score in equations
predicting educational attainment. In particular, environments that promote human capital
are substitutes for ability for lower educational outcomes, such as high school completion.
However, they are complements to ability for higher educational outcomes, such as college
completion. These findings suggest that, for individuals who grew up in poverty, ability
predicts high school graduation more strongly than it predicts college completion.
To explore whether SES moderates the relationship between the genetic score and edu-
cational attainment, we estimate regressions of the form
DegreeAtLeastji = Xiβ0 + βSESHighSESi + βScoreEAScorei
+ βIntHighSES × EAScorei + εi
(1)
where DegreeAtLeastji indicates whether individual i completed at least degree j, with
j ∈ {GED, High School, Two Y r. College, College, Grad}. Here Xi contains our standard
controls (a full set of birth year dummies, a male dummy, interactions between the birth year
and male dummies, and the principle components from the full matrix of genetic data) along
with the parental education controls. To further control for population stratification, we also
35A somewhat similar point is made by Altonji, Elder, and Taber (2005), who study labor market returns
to Catholic schooling. The concern is that higher wages among individuals with Catholic schooling might
be selected on unobservables so that estimated returns are spurious. They argue that if the two groups
are similar on observables, they are unlikely to be so selected on unobservables as to undermine estimated
returns.
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interact the principle components with HighSESi and include them as further controls.36
Figure 4 plots point estimates of βInt for different measures of SES and for different degree
measures j. Each panel presents estimates for a different SES measure. Within each panel,
the successive estimates plot the point estimate and the 95 percent confidence interval for
the different dependent variables. The striking pattern that emerges is that there tends to
be a significant negative interaction between SES and the score for completing at least low
levels of education (high school equivalent or high school), but there tends to be significant
positive interaction for more advanced degrees (at least college or graduate school).37 To
our knowledge, this pattern has not been shown in previous literature.38
The linear interactions presented in Figure 4 do not appear to be driven by outliers
or by very specific ranges of the EA score. The continuous nature of the interaction is
apparent from non-parametric (Lowess) regressions explaining educational outcomes as a
function of the EA score for different SES groups, which are presented in Figures 5-6.39 To
construct each panel of Figure 5, we regress an indicator for having at least a high school
degree on a basic set of regressors: the genetic principal components, birth year dummies, a
male dummy, and interactions between birth year and male dummies. We then plot Lowess
regression parameters relating the residuals to the EA score separately for high and low-SES
groups. In the panels of Figure 6, we do the same, but the education outcome indicator
is college degree or more. According to Figure 5, a higher polygenic score predicts higher
education for both SES groups. However, the relationship is stronger for individuals who
grew up in low-SES households. In contrast, Figure 6 shows that for higher educational
attainment (college degree or more), the positive relationship is stronger for children who
36Throughout the paper, in specifications where we interact the EA score with some other moderating
variable, we also include interactions between the principle components and the moderating variable.
37It is worth mentioning that, rather than using parental education variables as controls, we can instead
use them as an additional measure of SES that we interact with the polygenic score in regressions explaining
educational attainment. Doing so, we obtain the same patterns as we do with the SES measures considered
here, i.e., higher parental education is associated with a steeper genetic gradient for college completion and
above and with a less steep gradient for lower educational outcomes.
38Belley and Lochner (2007) consider how a more standard measure of ability, the AFQT score, predicts
college attendance for NLSY79 respondents from families in different income quartiles. The imprecision of
their estimates prevents a direct comparison to our qualitative results.
39Results are generally robust if we use probit specifications instead of linear probability models, although
the differences are not statistically significant in several specifications. As described in Ai and Norton (2003),
it may be misleading to assess the presence of interactions in nonlinear models such as the probit by looking
at the coefficient on the actual interaction term between SES and the EA score. Instead, we calculate the
estimated discrete effect of SES for a number of different values of the polygenic score assuming typical values
of the other regressors. For (at least) completing college, we find evidence of statistically significant positive
differences in the effect of SES as the polygenic score increases when using the Family SES and Father’s
Income measures. We also find positive (but not statistically significant) differences for the Unemployment
and Move / Help variables. For (at least) completing high school, the estimates are less precise, but we
consistently find a declining effect of SES as the EA score increases.
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grew up in households with more resources.
The patterns in Figures 4-6 are consistent with human capital production functions that
allow the roles of family resources and ability to be distinct across outcomes. Specifically,
early investments in human capital (proxied by childhood family SES) may substitute for
ability in preventing very low levels of educational attainment. However, these same invest-
ments could complement ability in generating higher levels of educational attainment such as
college completion. It is worth mentioning that our findings on higher degrees are in line with
a large literature showing that ability and investments are complements (Becker and Tomes,
1986; Cunha and Heckman, 2007; Aizer and Cunha, 2012). However, the idea that ability
and investments might be substitutes along some dimensions merits further exploration. In
terms of policy, our findings suggest that access to public education may already prevent
high-ability individuals born into poverty from forgoing high school. On the other hand,
high ability does not appear to suffice for college completion. In other words, individuals
with similar abilities, but who are born into unfavorable circumstances, face lower returns
to their ability in comparison to those who enjoyed more advantages during childhood. A
number of factors could potentially explain this complementarity. For example, households
with more resources could invest more in their children starting even before birth. They
might also make higher quality investments (e.g., time investments) which could likewise
raise the likelihood of a high-score child completing college. Finally, these households could
face fewer credit constraints, which could also lower the probability that high-genetic-score
individuals from poorer households attain higher education.
Our estimates of interactions between the polygenic score and family SES are consistent
with different roles for family resources depending on the education outcome, which would
suggest restrictions on the production function for human capital.40 However, we cannot
rule out other accounts related to measurement error or correlations between environmental
factors and advantageous parental genetic endowments. For example, it could be the case
that actual investment levels (which we proxy with SES), are a positive function of both
observed SES and the child’s genetic endowment.41 If this is true, then SES will increasingly
underestimate investment as the child’s genetic endowment grows. In Appendix C, we show
that, under a reasonable set of assumptions, such a scenario will result in bias in the magni-
tude but not the sign of gene-investment interaction effects that we estimate. Therefore, the
sign change in the estimated interaction between genes and investments in low versus high
40Relatedly, Todd and Wolpin (2003) suggest that typical approaches to estimating the production of
cognition may be overly restrictive. Our findings are related since they suggest that ability and investments
interact in complex ways (that possibly vary by schooling level) to generate educational outcomes.
41Investments could rise with the child’s genetic endowment because parents target resources, or because
children with high endowments also have parents with high endowments who provide more resources.
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educational outcomes is key. It is not a necessary condition for differences in the interaction
effect, but it is a sufficient condition for the existence of such differences. We also show in
Appendix C that we cannot guarantee the identification of the interaction sign if we use a
more traditional measure of ability such as IQ or cognitive test scores, which may be directly
affected by investments. In other words, a key benefit of using genetic data to infer how
innate ability interacts with human capital investments is that genetic endowments are fixed
and therefore not simultaneously affected by investments, even if they are correlated with
them. It is also noteworthy that our pattern of interactions is robust across a number of
distinct measures of SES. Indeed, this pattern holds even in the case of the “Family Well
Off” measure, which is uncorrelated with the EA score. This suggests that the interac-
tions we find do not primarily reflect correlation between parental genetic endowments and
environments.
Another possibility is that the interactions that we estimate arise from non-linearities
in the human capital production function. Suppose that the genetic score is related to
education in a non-linear fashion, and that SES is correlated with the genetic score. Then
we could estimate significant score-SES interactions that have nothing to do with differences
in the production function across SES groups. That is, an interaction between the score and
observed SES may simply reflect an underlying non-linear relationship between the score
and education.42 In Appendix D, we demonstrate that our results are robust even when we
control for non-linearities through a cubic in the EA score.
We still worry about other threats to identification of the interaction. An omitted third
factor could affect education, but exhibit a different relationship with EA score for each
SES group. One possibility is that our binary childhood SES measures mask differences in
how household resources rise with genetic endowments. Another possibility is that there are
additional genetic factors driving education that relate to the polygenic score in different
ways across SES groups. In both cases, we have not identified true complementarities, but
instead have captured omitted factors. Finally, there may also be classification error that
differs by group if, for example, individuals with lower polygenic scores are more likely to
mis-classify their childhood SES. The ideal experiment to test for these effects would involve
a random assignment of resources that can be manipulated by policy (e.g. household income)
to individuals with different genetic scores.
While we cannot rule out the threats to identification rooted in selection on unobservables,
we do believe that the distributions of the polygenic score by SES group plotted in Figure
2 help to allay some concerns. The reasoning is similar to that in Altonji, Elder, and
Taber (2005). The plots demonstrate that when we divide the sample by childhood SES,
42We thank Jonathan Beauchamp for pointing out this possibility.
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the resulting groups are quite similar with regard to an important and relevant observed
source of heterogeneity. Similar polygenic scores across groups provides some support for
the assumption that individuals are similar on unobserved factors as well, i.e., that estimated
differences in returns to genetic endowments by childhood SES are not the result of selection
on unobservables.43
4 Genes, Education, and Labor Market Outcomes
Observing the EA score in a rich data set with information on several key labor market
outcomes allows us to explore a number of economic questions that would otherwise be
difficult to address. In particular, the HRS data allow us to learn about the relationship
between ability and wages, and the conditions under which this relationship is intensified or
moderated. In Section 4.1, we demonstrate that the polygenic score predicts wages even after
controlling for education. We also provide novel evidence that the wage returns to ability are
concentrated among the college educated. This is particularly important since our results in
the previous section suggest that low-SES children with high abilities are less likely to finish
college than high-SES children with similar abilities. Moreover, we demonstrate that the
wage returns to ability among the college educated have risen across birth cohorts. Section
4.2 explores this pattern further. We provide evidence that rising returns across cohorts
could reflect a genetic basis for adaptation to skill-biased technological change. We also
consider (and rule out) several alternative interpretations of estimated empirical patterns.
In Section 4.3, we demonstrate that wage returns to cognition (as measured by a cognitive
test score) exhibit rather different patterns over time. This discrepancy may arise because
cognitive test scores not only reflect endowed abilities, but are also likely to capture ongoing
human capital investments. This difference illustrates the value of incorporating genetic
measures of ability into the economic analysis of labor market outcomes. Finally, in Section
4.4, we further leverage rich information in the HRS to assess whether the EA score relates to
other adult labor outcomes, including wealth and labor supply. For these measures, we show
that the polygenic score predicts better outcomes for individuals regardless of education.
Contrary to results on wages, these results suggest that some of the adult benefits of a high
genetic score are not limited to individuals with a college degree.
43In results available from the authors, we show that estimates are robust if we restrict attention to
individuals who are not in the tails, i.e., if we re-rerun regressions dropping individuals with EA scores in
the top or bottom 10 percent. In other words, estimated interactions are not driven by individuals in the
tails.
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4.1 Wage Returns to Ability
At least since Becker and Chiswick (1966), labor economists have been concerned with ability
bias in estimating the relationship between schooling and various economic outcomes. If the
unobserved factors that promote education also independently predict labor market success,
then estimates of the return to schooling might be biased. This concern not only raises an
econometric point; it also poses fundamental questions about the structure of heterogeneity
in labor market decisions and outcomes. How and to what extent do the characteristics or
traits that promote education also affect labor supply, wages, and retirement? Observing
the EA score allows us to make some progress on this question, demonstrating how previ-
ously unobserved factors might not only drive education, but also several other outcomes
conditional on education.
In this section, we demonstrate two key patterns. First, the EA score is associated
with higher wages even after we have controlled for education, but only among the college
educated. Second, this association has risen across birth cohorts. Table 5 examines the
relationship between the EA score and the log wages of men who work at least 20 hours
per week. All regression results pool person-year observations for ages 50-64, and cluster
standard errors at the person level. As seen in Column (1) of Panel A, without any controls
for own education a one standard deviation increase in the EA score is associated with an
increase in log wages of 0.099 (or an increase in wages of approximately 10 percent).44 When
we add own education controls in Column (2), this average relationship declines to 0.021,
but it is still statistically significant at the 0.10 level. We also explore whether there is any
interaction between the genetic score and having at least a college degree. This is motivated
by a literature that stresses possible complementarities between human capital investments
and ability (Cunha and Heckman, 2007; Cunha, Heckman, and Schennach, 2010). In Column
(3), we find a statistically significant interaction between the EA score and having at least
a college degree in determining log wages.45 Indeed, our point estimates suggest that the
wages of individuals without a college degree do not rise with genetic ability. By contrast,
a one standard deviation increase in the score is associated with an increase in log wages
of 0.062 for those with a college degree. Moreover, this interaction is not driven by non-
linearities in the relationship between the score and log wages: we obtain a coefficient of
0.061 (p-value<0.05) when a cubic in the EA score is added to the specification in Column
(3).
In Columns (1)-(3) of Panel B, we restrict the sample to those with a college degree and
44All wage specifications include controls for parental education unless otherwise specified.
45To control for possible population stratification, we also include interaction terms between the principal
components and the indicator for a college degree
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examine whether the association between the score and wages has evolved over time or across
cohort groups. This is motivated by the large literature in labor economics demonstrating
a rise in the return to skill and an increase in residual income inequality over the last
several decades (Lemieux, 2006; Autor, Katz, and Kearney, 2008; Acemoglu and Autor,
2011; Lochner and Shin, 2014). In Column (1), we interact the score with an indicator for
years after 2000 (median year in the wage sample). We find a statistically significant and
economically substantial interaction, as the estimates suggest that the coefficient on the
genetic score rose by 0.09 in the post-2000 period.46 However this could reflect either a time
or cohort interaction, since the correlation coefficient between year of birth and calendar year
in our wage sample is over 0.80. In Column (2), we instead interact the genetic score with an
indicator for being born after 1942 (median birth year in the wage sample). This interaction
is also large and highly significant. In Column (3), we add both interaction terms and we
only find a significant interaction with the indicator for later birth years. This suggests that
the returns to genetic ability have been rising across birth cohorts for individuals with a
college degree. We find no statistically significant interactions (or main effects for the EA
score) when Panel B is repeated for the population that did not go to college.
The results in Table 5 do not appear to be driven by anomalous cohorts or outliers. In
Figure 7, we plot the estimated coefficient (and 95 percent confidence intervals) on the EA
score when the sample is sub-divided into four disjoint birth-year groups. Panels A and
B show the results separately for those without a college degree and those with at least
a college degree, respectively. For no period do we find a significant relationship between
the EA score and log wages for those without a college education. However, among college
graduates, the point estimate smoothly increases and becomes statistically significant and
economically substantial for the two latest birth-year groups.
These results suggest that high-ability individuals with a college degree face a widening
ability gradient in the labor market which has gotten steeper for more recent cohorts. Seen
another way, these results indicate that high-ability individuals that do not have a college
degree are not able to profit from their ability in the labor market. This is especially
concerning given previous results suggesting that childhood SES is an important factor
determining whether high-ability children go to college. Low childhood SES does not simply
reduce mean education and wages. It also diminishes the capacity of high-ability individuals
to access career paths in which they can profit from their ability. In the following section,
we discuss possible interpretations of the empirical patterns established in this section.47
46To control for population stratification, we always include interactions between the principle components
and the “Year > 2000” and “Birth Year > 1942” indicators whenever these binary variables are interacted
with the EA score in Panel B of Table 5.
47Our results in this section on wages coupled with results from the previous section on gene-SES interac-
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4.2 Genes, Job Tasks, and Skill-Biased Technological Change
In the previous section, we showed evidence of rising wage returns to ability across birth
cohorts among the college educated. In this section, we discuss economic theories that
could help to explain these patterns. We also conduct sensitivity analyses to rule out some
competing hypotheses, which could also explain these empirical patterns.
4.2.1 Skill Biased Technology Change
The empirical patterns demonstrated in the previous section are consistent with the ongoing
rise in the returns to skill. This phenomenon is often explained by the complementarity
between certain skills or abilities and the introduction of new technologies (Acemoglu, 1998).
Some individuals may have a greater capacity for learning how to use new technologies, either
because of endowed abilities or because of past human capital investments. Such individuals
may find it easier to adapt to technological shocks and use them to enhance their productivity
in the workplace. If the EA score captures such an ability to learn new skills, then the rising
return to genetic ability may be a consequence of skill-biased technological change (SBTC).
To explain differences in the wage returns to ability across cohorts, we further note that
different cohorts in our sample witnessed the introduction of new technologies at different
points in their life-cycle. The older cohorts observed in the 1990s were well into their careers
when computerization and other processes spread in the 1980s. Even with a high genetic
score, the incentives for the older cohorts to invest in learning these new technologies would
be lower than the incentives faced by the younger cohorts that we observe in the 2000s.
This is quite consistent with the logic of the Ben-Porath (1967) model of life-cycle human
capital investment. As individuals age, they are less likely to make costly human capital
investments (in this case adapting to new technologies, such as computers) given their shorter
time horizons.48 As a result, we would expect to see a higher genetic wage premium for
the younger cohorts who chose to invest more heavily in adapting to computers and other
technologies arriving in the 1980s.
tions suggest that, if we regress wages onto genes, childhood SES and an interaction, the interaction would
be positive. In results available upon request, we confirm find this is true for three of our four SES measures.
However, the interactions in such specifications are not significant at conventional levels. For example, if
we use the “Family Well Off” measure, we estimate a positive interaction with a p-value of about 0.14. It
is worth mentioning that there are some sets of controls where we obtain significance at conventional levels,
but significance is highly dependent on the particular control set and therefore fragile. Thus, we do not
present these results.
48Willis (2013) makes a related point when using the HRS to study age differences in adoption of computers.
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4.2.2 Job Tasks
To buttress the argument that SBTC can help to explain wage returns to ability across birth
cohorts, we next consider how the EA score relates to job tasks. The literature on SBTC has
implicated computerization as an important driver of rising returns to cognitive skills. In a
review of the literature Katz and Autor (1999) discuss many reasons why increased access to
computers shifts the demand for skilled labor. For example, it could be the case that skilled
workers are “more flexible and facilitate the adoption of new technologies so that all techno-
logical change increases the relative demand for more-skilled labor.” (p. 1535). Alternately,
more skilled workers might be able to work more creatively with available information.
In an influential study, Autor, Levy, and Murnane (2003) link computerization and SBTC
to the tasks that workers perform on the job. Specifically, Autor, Levy, and Murnane (2003)
argue that computerization should substitute for the labor of workers with jobs that involve
repetitive tasks that follow explicit rules or patterns (routine tasks). Conversely, computeri-
zation should complement the labor of workers who carry out non routine tasks that involve
“problem-solving and complex communication activities.” Autor, Levy, and Murnane (2003)
use the Department of Labor’s Dictionary of Occupational Titles to measure the intensity
of five relevant tasks types: 1) non-routine analytic (use of math), 2) non-routine interactive
(direction, control, and planning), 3) routine cognitive (set limits, standards, and tolerances),
4) routine manual tasks (finger dexterity), and 5) non-routine manual (eye, hand, and foot
coordination). Examining patterns within education, occupation, and industry groups, Au-
tor, Levy, and Murnane (2003) indeed find that computerization has been associated with a
rise in non-routine cognitive tasks, and a reduction in routine cognitive and routine manual
tasks.
Using data from Autor, Levy, and Murnane (2003), we are able to assign to each oc-
cupation group observed in the HRS data a measure of task intensity for each of the five
job tasks listed above.49 We restrict our analysis to occupation observations over the period
2006-2014.50 Since a given task intensity has no natural interpretation, we create dummy
49Data on the task intensities associated with each occupation can be found on David Autor’s web-
site: http://economics.mit.edu/faculty/dautor/data/autlevmurn03. The Autor, Levy, and Murnane
(2003) task intensity measurements that we use are based on the 1991 Dictionary of Occupational Titles
associated with male workers. The public-release version of the HRS data masks specific occupations, but
aggregates them into broader categories. We link the Autor, Levy, and Murnane (2003) data on task inten-
sities to Census and American Community Survey data to create average task intensities for the occupation
categories used by the HRS.
50There are three different masking schemes covering different time periods: 1992-2004, 2006-2010 and
2012-2014. The masking scheme used in the earliest period features 17 categories while the schemes in the
latter two periods use substantially more (25 and 23 categories, respectively). Since we rely on average task
intensities across these masked categories, we opt to focus on the observations allocated using finer categories,
as this maximizes variation in the intensity measures. In particular, Category 2 in the 1992-2004 masking
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variables for each worker indicating whether or not their occupation has an above-median
task intensity within the HRS wage sample. Table 6 presents estimates of the relationship
between the genetic score and working in an occupation with an above-median intensity
of various tasks. The specification here follows the same sample definition and uses the
same controls as our basic wage sample.51 Our results are consistent with the proposition
that the EA score is associated with job tasks that were complemented by computerization.
We find that the polygenic score is positively associated with working in occupations that
have above-median values of the non-routine cognitive tasks Columns (1)-(2). We also find
a statistically significant negative association between the score and jobs requiring manual
dexterity. We find no statistically significant association with the routine cognitive task
measure or the non-routine manual task.52
The results presented in this section add some nuance to our conclusions regarding genetic
ability and labor market outcomes. While we find that the college educated alone tend to
experience a return to genetic ability, this gradient only appears in later years or cohorts.
This pattern appears quite consistent with complementarities between technological change,
a college education and genetic proclivity for learning.53 This account is bolstered by the
positive association between the score and non-routine cognitive job tasks. These results
also imply that there is a subset of the population with high genetic ability that may not
profit from new technologies because they do not obtain a college degree. Coupled with our
earlier finding that college completion for individuals with similar scores depends in part on
childhood SES, results in this section suggest that there may be unrealized human potential
in the economy. Greater access to education may help to unlock it.
4.2.3 Sensitivity Analysis
It is possible that mechanisms unrelated to skill-biased technological change could explain
our results on wages. Here, we explore three alternative mechanisms, which we believe we
scheme “Professional specialty operation and technical support” appears to be problematic, as it captures
a large fraction of individuals in our wage sample under this scheme (over 20 percent of observations) and
appears to contain many disparate occupations that are reallocated to smaller distinct groups in the later
masking schemes.
51That is, Column (2) of Panel A in Table 5.
52As noted earlier, we restrict attention to the observations where the HRS masks occupational categories
using finer groups. If we include those observations where occupations are coded according to the 1992-
2006 scheme, our results become attenuated or tend toward zero. However, we still find a statistically
significant positive association between the EA score and the non-routine analytic task (coefficient of 0.023,
with p-value<0.05). All other coefficients are small and statistically insignificant.
53The HRS asks some questions about job characteristics, including questions about computer use. We find
that the EA score is associated with computer use (negatively associated with the lowest computer intensity).
However, the question does not allow us to differentiate the kinds of tasks performed with computers on the
job.
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are able to rule out. First, changing returns to the EA score could stem from differential
selection into college over time. As seen in Panel A of Figure 8, college degree rates rise
substantially across the cohorts in our sample. If college graduates are an increasingly less
selected group, then this could explain why the importance of genetic factors among college
graduates might rise over time. Among early birth cohorts, college graduates with low EA
scores might have had particularly high values of other endowments, nullifying a genetic
gradient. However, as shown in Panel A, college degree rates stabilized for individuals born
in 1944 or later in our wage sample. Furthermore, as seen in Panel B, the average EA score
among college graduates in our wage sample is more or less the same with the exception of
the oldest cohorts. Taken together, these patterns suggest that any bias from differential
selection into college could only come through patterns in these older groups. Appendix E
demonstrates that our main results continue to hold even when we restrict the sample to
individuals born in later cohorts (1944 or later). In this restricted sample we continue to
find a larger return for college graduates born after the median birth year (now 1949). The
estimates imply that a one standard deviation increase in the EA score is associated with
6.9 percent higher wages for college graduates born 1944-1949 or earlier, but it is associated
with about 17.1 percent higher wages for college graduates born after 1949.
A second alternate account involves mortality-driven selection bias. Since individuals
had to be alive in the 2000s to be genotyped, our estimates could suffer from selection bias if
older birth cohorts feature a different mix of unobserved abilities due to selective mortality.
Suppose that the EA score is positively associated with longevity. In this case, sample
selection might attenuate the relationship between the EA score and wages for early cohorts
(who are observed in the 1990s), since low EA score individuals who survive until the 2000s
might be positively selected on other unobservables. Panel C of Figure 8 plots the average
EA score for individuals in the wage sample across the four birth cohort groups studied
above. We do not find statistically significant differences in the average EA scores across
these cohorts, which is inconsistent with severe selection bias.54 Furthermore, as indicated
in Appendix E, our results still hold even when we exclude the earliest birth cohorts.
A third alternate explanation centers on selection bias related to retirement. It could be
the case that the relationship between wages and the timing of retirement is different for
individuals of different genotypes, resulting in an apparent change in the genetic premium
across cohorts. For example, suppose that individuals with both high values of the EA
54We do find statistically significant differences using sufficiently fine birth cohort groups for the overall
analysis sample (i.e., not restricting to the wages sample). Individuals born before 1930 are observed to
have higher EA scores than later birth cohorts. This is quite consistent with differential mortality based on
the EA score. However, this does not generate bias in our wage results because very few people born before
1930 are present in our wage sample.
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score and high wages are more likely than other groups to retire young. For older cohorts,
we may not observe many of these individuals working in the time frame of our sample,
dampening the genetic gradient in wages. Among younger cohorts, we will observe more
person-year observations for such individuals before their early retirement. This shift in
selectivity across cohorts would generate an apparent cohort effect. However, this does not
appear to be driving our results. First, because new cohorts are introduced over the course
of the HRS, the average age in the wage sample falls over birth cohorts, but not dramatically.
For college graduates the average age in the wage sample is 58.3 for individuals born during
or before 1942, and 57.2 for younger cohorts. Furthermore, in results available upon request,
we show that the result on cohort effects continues to hold if we restrict the sample to
individuals aged 50-59, a range before most retirement decisions (only 15.5 percent of men
in our wage sample aged 59 are retired).
4.3 Cognitive Test Scores
Our results on the rising return to genetic ability relate to an existing literature on cognitive
skills and income inequality. Murnane et al. (1995) find that the returns to cognitive skills
(measured by math test scores) were larger in the 1980s compared to the 1970s for young
workers. Gould (2002), using a cognitive test score, argues that there is a rise in the returns
to intelligence. Heckman and Vytlacil (2001) show mixed evidence on rising returns to
cognition when relaxing parametric assumptions.55 One important issue is that previous
work may be capturing results from endowed cognitive abilities, acquired cognitive skills or
both. A strength of our analysis of the polygenic score is that we know that our measure is
fixed at conception and that it therefore is not influenced by investments thereafter.
In this section, we ask if the polygenic score and a typical proxy for ability (a cognitive
test score) exhibit similar patterns of association with labor outcomes. If the patterns are
similar across measures, this would validate the use of cognitive scores as a measure of genetic
ability. However, if there are differences, then the two scores may be measuring different
abilities or acquired skills. This would suggest that measuring cognitive ability endowments
using test scores could be problematic, leading to inaccurate policy-relevant conclusions.
We consider a more traditional measure of cognitive ability: scores from a cognitive test
administered to individuals in the HRS. Details on how we construct the cognition score
variable are relegated to Appendix F, where we also present results from regressions where
we include cognition score as a regressor. Here, we provide a summary. We find that the EA
55Further contributions to this literature include Juhn, Murphy, and Pierce (1993), Taber (2001) and
Tobias (2003).
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score and the cognition score are positively correlated (ρ = 0.193). The modest degree of
correlation could arise from two different possibilities. First, it could be the case that both
the EA score and the cognition score are noisy measures of the same underlying factor. In
this case, the relatively weak correlation could reflect measurement error in both scores, or
the fact that the cognition score may also capture endogenous human capital investments.
However, it could also be the case that the EA score and the cognition score reflect distinct
but related abilities.
Regarding their relationship to economically relevant outcomes, both scores tend to pre-
dict educational attainment and labor outcomes, even conditioning on the other score. A
critical difference emerges in later life labor market outcomes, however, which we highlight
here. Most notably, the cognition score seems to predict higher log wages for all workers,
but does not show a larger association for college workers, or for more recent cohorts. In
particular, we repeat the exercise in Figure 7 for cognition score. The panels of Figure 9
plot the coefficient on cognition score for successively later time periods for individuals with
and without a college degree. We find that the coefficient on cognition score is generally
positive and less than 0.10 for all time periods and both education groups. There does not
appear to be any discernible time trend in these estimated coefficients. By contrast, we only
find a statistically significant relationship between the EA score and log wages for college
graduates, and there appears to be substantial growth in this association over time. With
these data, using the available cognition score as a proxy for ability would mask important
interactions between ability, formal education, and the macroeconomy. The cognition score
may be picking up a combination of ability and endogenous investments in human capital.56
If the the cognition score and the EA score reflect different factors, as our results seem to
suggest, then cognitive test scores (and other measures that may reflect endogenous invest-
ments) are perhaps the wrong measure with which to conduct policy analysis related to
ability endowments.57
56An alternate possibility is that the cognition score also reflects some investments which improve perfor-
mance on exams (test taking skills), without actually boosting productivity in learning new skills. Indeed, a
fairly typical critique of standard proxies of cognition is that they measure factors that are not particularly
valuable or productive, but are more likely to be found among more privileged groups (Jencks and Phillips,
2011; Polachek et al., 2015). Our results are not exactly consistent with this line of argument, since we do
find a non-trivial association between the cognition score and wages.
57This does not mean that measures similar to the cognition score are not useful in economic research.
Rather, they are problematic if used as measures of ability endowments. In a seminal paper, Neal and
Johnson (1996) use AFQT to measure how “pre-market” skills, stating “...we view the test as a test of
achievement and learned skill, not of innate ability (p. 887).” Similarly, Autor et al. (2015) argue that
they identify post-natal environmental effects on gender gaps by controlling for infant health and comparing
siblings.
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4.4 The Polygenic Score, Labor Supply, and Wealth
We continue our study of the relationship between the EA score and economic outcomes,
asking if its relationship extends to employment, retirement and wealth. For these outcomes,
we find that the polygenic score predicts better labor outcomes even after we control for
education. In contrast to our findings on wages, we demonstrate that these benefits are not
limited to individuals with a college degree. Results therefore suggest the possibility that
high-ability individuals are able to distinguish themselves in ways that do not require college
education (and the household resources that would make college education possible).
4.4.1 Labor Supply
Panels A and B of Table 7 provide estimated associations between the EA score and work
status and retirement, respectively. As with wages, only men are included in these regressions
because of the substantial amount of selection governing female labor force participation for
these cohorts. Panel A investigates the relationship between the EA score score and a binary
variable indicating whether or not the respondent is working for pay. Column (1) reports
results when the only controls are the principal components of the genetic data, a full set
of dummy variables for age, dummy variables for each birth year, and dummy variables for
each calendar year. For ease of exposition, we use a linear probability model. The coefficient
in Column (1) of 0.032 suggests that a one standard deviation increase in the EA score is
associated with a 3.2 percentage point increase in the probability of working. In Column
(2), we add controls for own education (years of schooling and a complete set of degree
dummies) as well as parental education. Adding these controls causes the coefficient on EA
score to fall to 0.019, though it remains statistically significant. In Column (3), we also allow
for an interaction between EA score and a dummy for obtaining at least a college degree
to allow for possible complementarities between schooling and genetic factors that promote
education. We find no evidence of such complementarities for this measure of work.
In Panel B of Table 7, we consider the discrete-time hazard of retiring given employment
in the previous wave of the HRS. We restrict the sample to those who were not retired and
who were working for pay in the previous HRS wave. We regress a binary outcome for
whether or not an individual declares that they are currently retired onto the same sets of
regressors used in the wage equations. The estimated coefficient on the EA score is -0.013
in the first two specifications and -0.011 in the third. The magnitude of this association is
particularly striking. The probability of retirement in any year of our sample is about 12.5
percent. The estimated associations here suggest that a one standard deviation change in
the EA score is associated with a roughly 10 percent reduction in retirement probability,
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even after controlling for own and parental education.58
4.4.2 Wealth
We end this section by examining the relationship between the polygenic score and household
financial wealth. Wealth reflects the combination of lifetime labor market performance,
investment decisions and additional factors, such as assortative mating and bequests. In
Table 8, we present results from regressing log wealth onto the polygenic score and our
standard set of controls.59 The magnitudes of estimated coefficients are striking. In Column
(1), the dependent variable is the log of marketable wealth, which includes liquid or easily
liquidated assets: cash or cash equivalents, bonds, stocks and stock mutual funds. We
find that a one-standard deviation increase in the score is associated with a 0.183 rise in log
marketable wealth. In Column (2), the dependent variable is a total wealth variable that also
includes housing wealth and the value of pension accounts. With this total wealth measure,
we estimate a coefficient on the EA score of 0.085. In Columns (3)-(4), we continue to focus
on total wealth but split the sample by college education. A one-standard deviation increase
in polygenic score for individuals without a degree predicts a 0.082 rise in log total wealth.
For individuals with a degree, the corresponding estimate is 0.080. It appears that we do not
find evidence of complementarities between college education and genetic endowments in the
accumulation of wealth. This finding contrasts with our results on wages. It also suggests
that individual financial wealth reported in the HRS is not solely driven by an individual’s
wages, but also reflects additional lifecycle decisions and outcomes, each of which can exhibit
a complex relationship with the polygenic score.60 One caveat to our wealth results is that
we do not address possible assortative matching, which likely plays a role if individuals with
similar scores form households and accumulate wealth together.61
58An extension would look at retirement more carefully, taking into account that a discrete time hazard
may overlook important non-linearities in retirement probability as individuals age.
59The sample is restricted to the financial respondent in each household-year. The household respondent
might be of either gender (52 percent of financial respondents are female in our sample) regardless of the
identity of the primary breadwinner in the household. Therefore, we do not restrict the sample to men in
response to sample selection concerns as we did with the wage and labor supply regressions.
60Indeed, in ongoing work, we explore the relationship between genes and financial wealth further. We
assess whether the relationship between the EA score and wealth is mechanical, arising since college educated
individuals earn more money. Alternatively, we ask if individuals with similar earnings and education, but
different polygenic scores, appear to make systematically different investment decisions that would leave
them with less wealth at retirement. In particular, we study the EA score in relation to variables that
capture investment behavior and wealth accumulation, including financial literacy, portfolio choice, beliefs
about the stock market and savings.
61Ongoing work using the HRS will address assortative matching and mating.
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5 Childhood Environments and Unrealized Potential
Studies from a variety of fields have demonstrated substantial intergenerational persistence
in SES (Black, Devereux, and Salvanes, 2005; Alexander, Entwisle, and Olson, 2014).62 In
comparison to children born into well-off families, children born into poor families tend to
end up less educated, less healthy, more prone to violence and contact with the police, more
likely to be unemployed, and more likely to earn low wages.
The inheritance of ability is one possible mechanism explaining these patterns. However,
it is also likely that low-SES parents are less likely to invest in their children than are high-
SES parents. If differences in investments play a role, then the intergenerational persistence
of SES suggests substantial inefficiency in the form of wasted human potential. In particular,
high-ability children trapped in poor households may face substantially worse economic
outcomes than children born into better circumstances. Our findings on the gene-college
gradient exemplify this concern, suggesting that individuals with high genetic scores born
into low-SES families face lower returns to their ability endowments in comparison to their
high-SES counterparts. The efficiency case for interventions becomes stronger if the goal
is to reduce wasted human potential by devising policies that mitigate under-investment in
human capital (Heckman and Masterov, 2007).
To assess the extent of wasted potential at different ability levels, we examine how child-
hood SES predicts a number of economic outcomes for individuals with similar genetic en-
dowments. In Table 9, we divide the sample by terciles of the EA score and regress economic
outcomes on a dummy variable for high childhood SES. The dummy variable takes a value
of 1 if an individual reports a high value of SES for each of the four measures examined
in Section 5. We also consider two additional measures of acute childhood hardship: an
indicator for whether parents abused alcohol or drugs and an indicator for child abuse. All
specifications control for the EA score to ensure that results are not driven by within-tercile
differences in ability endowments. Recall that plots of the polygenic score by childhood SES
presented in Figure 2 show considerable overlap. Therefore, in comparing individuals with
similar genetic scores born into different childhood SES, we do not need to rely on individuals
whose polygenic score puts them in the tail of their respective SES distribution.
In Columns (1)-(3) of each tercile panel, we consider education outcomes (years of ed-
ucation, at least college degree and at least high school diploma). In all cases, high SES
predicts higher education. This means that even when we compare individuals with similar
abilities, we find that the environment plays an important role in determining the amount of
education an individual eventually obtains. In Columns (4) and (5), we consider log wages
62Related, Hilger (2016) studies patterns of intergenerational mobility across time in the U.S.
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and log wealth, respectively, but do not control for education. For low-ability individuals,
high SES during childhood predicts higher wages and wealth. For individuals in the middle
of the ability distribution, high SES predicts higher wealth. For high-ability individuals,
there is no effect on either wages or wealth. In Column (6), we consider cognition score. For
medium and high-ability individuals, cognition score rises with childhood SES if we do not
control for education.
In Columns (7) - (9), we again consider wages, wealth, and cognition score, but include
education controls. The measure of wealth considered here is the log of total wealth, which
includes the value of real estate and pension accounts. A striking finding is that, across
the ability distribution, there is no statistically significant relationship between SES and
wages or wealth once we have controlled for educational attainment and the genetic score.
This result may have implications for policies targeting the economic outcomes of low-SES
children. Comparing individuals with similar ability endowments, but possibly divergent
environments, we find little evidence of a continued impact of early life SES once we control
for schooling. Ensuring access to quality education for high-ability children in poor circum-
stances may therefore be a critical strategy to prevent wasted human potential. Further,
there is no relationship between cognition score and childhood SES once we have controlled
for schooling. Our results in Column (9) suggest that across the ability distribution, the
relationship between cognitive test scores and childhood SES can be explained by the role
that family circumstances play in determining a child’s education.
We also consider other measures of bad environments during childhood and the estimates
are striking. After controlling for childhood SES, parental drug and alcohol abuse (reported
by 16 percent of the sample) does not seem have any significant relationship with economic
outcomes. Child abuse is another matter.63 Across the board, there appears to be no sta-
tistically significant relationship between abuse and educational outcomes. For low-ability
individuals, when we control for education, physical abuse is associated with lower wages
and lower wealth (19 and 23 percent declines, respectively). For middle and high-ability
individuals, we find no association between abuse and wages. For wealth, childhood abuse is
associated with a 28 percent decline in wealth for middle ability individuals, and a 39 percent
decline for high ability individuals. The role played by bequests versus different labor mar-
ket performance, employment decisions or consumption patterns in explaining these wealth
differences merits further exploration if we are to make specific policy recommendations.
Moreover, policies that reduce child abuse do not require a justification based on long-term
wealth losses. Still, the magnitude of the wealth differences we estimate could potentially
63Respondents were asked if they experienced physical abuse by either one of their parents before they
turned 18. Of our sample, 6.93 percent reported that they had.
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provide support for interventions to reduce child abuse that might otherwise be deemed too
costly.
6 Discussion
Recent breakthroughs in behavioral genetics—most notably the research presented in Ok-
bay et al. (2016)—allow researchers to identify genetic endowments that robustly explain
educational attainment. Using HRS data, we show that up to 6.6 percent of the variation in
educational attainment is explained by the genetic index presented in Okbay et al. (2016).
We demonstrate that the genetic endowments that predict educational attainment also pre-
dict employment, a longer work life, earnings, and wealth. We also provide evidence that
childhood SES moderates the relationship between genes and various educational outcomes.
Finally, we provide novel evidence that the wage premium associated with the genetic in-
dex is limited to individuals with a college education. Moreover, the premium appears to
have risen across birth cohorts. We argue that structural changes in the economy may have
contributed to a rise in the genetic gradient in wages among individuals with a college degree.
Our findings based on observing genetic heterogeneity could be incorporated into struc-
tural models that are often devised for use in ex ante policy evaluation. The structure of
heterogeneity assumed in these models is often tremendously important in driving predictions
about labor market dynamics. For example, in a seminal contribution to the field, Keane
and Wolpin (1997) suggest that 70 percent of the variability in the career paths of young
men is driven by heterogeneity in unobserved (age 16) factors. When building these kinds of
models, researchers face a large number of choices about how to model heterogeneity—from
picking which parameters to make random, to determining the structure of correlation be-
tween unobservables. The results presented here may offer some restrictions on the structure
of heterogeneity in these models. For example, our estimates suggest some restrictions on
how the unobservable factors that drive education relate to wages and wealth, conditional
on education. Our findings also point to possible differences in the education production
function for high school versus college completion.
Our results also suggest several interesting avenues for future research. A natural exten-
sion would seek to combine the polygenic score studied here with more exogenous measures of
childhood SES. We believe that plausible assumptions allow us to at least sign the interaction
between genetic endowments and childhood SES, even though these may be simultaneously
determined by parental genes. Nevertheless, more robust inferences could be made with
access to randomly assigned childhood circumstances or investments. Indeed, in any ex-post
evaluation of an existing policy, the genetic score can be used to detect the presence of
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heterogeneous effects by ability.
Another important task is to better understand the mechanisms that link the polygenic
score studied here and economic outcomes. In ongoing work, we try to understand the
relationship between the score, beliefs formation and the ways in which people make health
and financial decisions. If the genetic underpinnings of education function through their
impact on how people process new information, then this might offer clues to how policies
could be designed to better maximize the potential of individuals with disparate ability
endowments. Such insights might ultimately guide the design of school curricula or the
content of interventions such as job-training programs.
More broadly, a recurring theme in our empirical results is that individuals with similar
abilities but born into different socioeconomic circumstances, face diverging economic out-
comes. These findings suggest an important role for policies that invest in poor children
and, more generally, provide some support that such investments could mitigate inefficiently
low investments in human capital (Heckman and Masterov, 2007). Our findings on wasted
potential complement mounting evidence from a variety of fields suggesting the misallocation
or squandering of human resources. Researchers have reached this conclusion in different
ways. For example, Hsieh et al. (2013) show evidence that innate talent, especially among
blacks and women, is likely misallocated across occupations, and highlight the implications
of misallocation for economic growth in the United States. In another study, Chetty, Hen-
den, and Katz (2016) demonstrate that randomly assigned vouchers that move children from
high-poverty to less-poor neighborhoods can improve labor market performance in the long
run. This suggests that policy-relevant factors affect how well a child with a given set of
endowments will eventually perform. Finally, recently-published qualitative research indi-
cates that individuals growing up in disadvantageous environments, though resilient and
ambitious, may not reach their full potential. Regarding a sample of blacks growing up in
poverty in Baltimore, whom the authors study for a decade, DeLuca, Clampet-Lundquist,
and Edin (2016) write, “[W]hen we left them in 2012, too few had become all that they
hoped to be—and were probably capable of becoming.” Using genetic information matched
to a large longitudinal data set, our findings support the authors’ speculation that children
born into poverty are capable of achieving more than they do.
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7 Tables and Figures
Table 1: Summary Statistics - HRS Sample
Variable Mean Std. N
Male 0.417 0.493 8554
Birth Year:
< 1930 0.227 0.419 8554
1930-1934 0.152 0.359 8554
1935-1939 0.183 0.386 8554
1940-1944 0.161 0.368 8554
1945-1949 0.126 0.332 8554
1950-1954 0.152 0.359 8554
Education (Yrs) 13.162 2.542 8554
Degree:
None 0.13 0.336 8530
GED 0.045 0.207 8530
High School 0.528 0.499 8530
College (2 year) 0.051 0.219 8530
College (4 year) 0.147 0.354 8530
Masters 0.077 0.267 8530
Advanced 0.022 0.148 8530
Redo Grade 0.14 0.347 8184
Education (Yrs)
Father 10.228 3.599 6723
Mother 10.664 3.025 7013
Variable Mean Std N
Father’s Income 2.73 0.946 6483
Family SES (Childhood)
Well Off 0.067 0.25 8554
Average 0.645 0.479 8554
Poor 0.273 0.446 8554
Varied 0.013 0.114 8554
Missing 0.002 0.039 8554
Family Moved (Childhood)
No 0.816 0.388 8554
Yes 0.18 0.384 8554
Missing 0.004 0.066 8554
Fam. Asked for Help (Childhood)
Yes 0.134 0.341 8554
No 0.851 0.356 8554
Missing 0.015 0.121 8554
Father Lost Job (Childhood)
Yes 0.203 0.402 8554
No 0.729 0.445 8554
Never Worked 0.005 0.072 8554
Never There 0.055 0.229 8554
Missing 0.008 0.087 8554
Health as Child
Excellent 0.544 0.498 8554
Very Good 0.256 0.436 8554
Good 0.143 0.35 8554
Fair 0.045 0.207 8554
Poor 0.012 0.109 8554
Missing 0 0.015 8554
Summary statistics for the analytic sample, which consists of 8,554 observations from the HRS. We limit
attention to the two waves when genetic data are available (2006 and 2008).
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Table 2: Polygenic Score and Educational Attainment
(1) (2) (3) (4) (5)
EA score 0.663*** 0.491*** 0.486*** 0.476*** 0.470***
(0.026) (0.025) (0.025) (0.024) (0.024)
Father Educ 0.157*** 0.153*** 0.117*** 0.114***
(0.009) (0.009) (0.009) (0.009)
Mother Educ 0.184*** 0.181*** 0.165*** 0.162***
(0.011) (0.011) (0.011) (0.011)
Child Health: Very Good -0.234*** -0.228*** -0.232***
(0.058) (0.057) (0.057)
Child Health: Good -0.480*** -0.434*** -0.444***
(0.072) (0.071) (0.071)
Child Health: Fair -0.371*** -0.327*** -0.365***
(0.118) (0.117) (0.117)
Child Health: Poor -0.796*** -0.753*** -0.783***
(0.223) (0.221) (0.220)
Child Health: Missing 1.121 1.241 0.962
(1.584) (1.602) (1.596)
Obs. 8554 8554 8554 8554 8554
R2 0.124 0.259 0.264 0.284 0.293
Child SES Measures N N N Y Y
Child Region N N N N Y
Religion N N N N Y
Incr.-R2, EA score 0.066 0.035 0.034 0.033 0.032
Regressions relating educational attainment (years) to the EA score. All regressions include a full set of
dummy variables for birth year, a male dummy, and a full set of interactions between the birth year and
gender dummies. All specifications include the first 10 principle components of the full matrix of genetic
data as controls. Some specifications include controls for parental education, childhood health, childhood
SES measures, region during childhood and religion, as indicated. The last row reports the incremental
R2 of the EA-Score.
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Table 3: Polygenic Score and Categorical Education Outcomes
(1) (2) (3) (4) (5)
Dep Var. No Degree Two-Year Coll. College College Plus Redo Grade
Panel A:
EA score -0.054*** -0.001 0.053*** 0.050*** -0.037***
(0.004) (0.002) (0.004) (0.003) (0.004)
Obs. 8530 8530 8530 8530 8184
R2 0.072 0.020 0.045 0.055 0.062
Panel B:
EA score -0.040*** -0.003 0.040*** 0.040*** -0.029***
(0.004) (0.002) (0.004) (0.003) (0.004)
Father Educ -0.009*** 0.000 0.013*** 0.011*** -0.008***
(0.001) (0.001) (0.001) (0.001) (0.001)
Mother Educ -0.017*** 0.002** 0.012*** 0.009*** -0.008***
(0.002) (0.001) (0.002) (0.001) (0.002)
Obs. 8530 8530 8530 8530 8184
R2 0.129 0.023 0.082 0.087 0.079
Regressions relating educational attainment categories or the probability of repeating a grade to the EA
score. Specifications in Panel A do not include parental education. Specifications in Panel B include
parental education. All regressions include a full set of dummy variables for birth year, a male dummy
and a full set of interactions between the birth year and gender dummies. Additionally, every specification
includes the first 10 principle components of the full matrix of genetic data.
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Table 4: Childhood SES Measures and Education
(1) (2) (3) (4)
SES Measure: Fam. Well Off Father Inc. Never Move or Ask. Father Emp.
Frac. High SES 0.723 0.432 0.754 0.738
Panel A: Dep. Var - Education
HighSES 0.392*** 0.757*** 0.164*** 0.201***
(0.056) (0.060) (0.057) (0.056)
EA score 0.487*** 0.471*** 0.494*** 0.491***
(0.025) (0.028) (0.025) (0.025)
Obs. 8429 6483 8401 8444
R2 0.263 0.269 0.259 0.258
Panel B: Dep. Var - EA score
HighSES 0.011 0.131*** 0.110*** 0.052**
(0.025) (0.027) (0.025) (0.025)
Obs. 8429 6483 8401 8444
R2 0.067 0.069 0.069 0.067
Incr. R2, HighSES <0.001 0.004 0.002 <0.001
Panel C: Dep. Var - EA score (No Parental Educ. Controls)
HighSES 0.106*** 0.228*** 0.155*** 0.107***
(0.024) (0.025) (0.025) (0.025)
Obs. 8429 6483 8401 8444
R2 0.038 0.052 0.040 0.038
Incr. R2, HighSES 0.002 0.012 0.004 0.002
Regressions relating four measures of childhood SES to education and EA score. The first row shows the
proportion in the sample indicating high SES for each measure among those who report the measure.
Panel A contains coefficients on measures of high SES and EA score in regressions explaining educational
attainment (years). Panel B relates measures of high childhood SES to EA score. Regressions also include
a full set of dummy variables for birth year, a male dummy and a full set of interactions between the birth
year and gender dummies. Additionally, every specification includes the first 10 principle components of
the full matrix of genetic data.
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Table 5: Polygenic Score and Wages
Panel A: Basic Specifications
(1) (2) (3)
EA score 0.099*** 0.021* 0.001
(0.012) (0.011) (0.013)
EA score x College 0.062***
(0.024)
Obs. 6629 6629 6601
R2 0.061 0.223 0.232
Ed. Groups All All All
Period All Years All Years All Years
Educ. Controls N Y Y
Parent Controls N Y Y
Panel B: Differences by Time and Cohorts
(1) (2) (3)
EA score 0.014 0.007 0.004
(0.024) (0.028) (0.028)
EA x Post Yr. 2000 0.095*** 0.027
(0.033) (0.034)
EA x Post BY 1942 0.112*** 0.094**
(0.039) (0.044)
Obs. 2267 2267 2267
R2 0.116 0.124 0.128
Ed. Groups College College College
Period All Years All Years All Years
Educ. Controls Y Y Y
Parent Controls Y Y Y
Regressions relating the EA score to log wages. In all columns the sample is restricted to men between
the ages of 50 and 64 who reported working at least 20 hours for pay. The dependent variable is the
log wage. All regressions include the first 10 principle components of the full matrix of genetic data
along with a full set of dummy variables for birth year, calendar year and age. Because of collinearity, a
subset of these dummies is dropped. The specifications in Columns 2 and 3 include controls for parental
education (years of paternal and maternal education and dummies indicating missing values for each)
and own education (years of schooling and a full set of completed degree dummies). Columns 4-7 include
all of the controls in Column 3 but are restricted to sub-samples (by year and college degree) as listed in
the table.
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Table 6: Polygenic Score and Job Tasks
Dep Var. Above Median: Above Median: Above Median: Above Median: Above Median:
Non-routine Non-routine Routine Routine Non-routine
Analytic Interactive Manual Cognitive Manual
EA score 0.035* 0.041** -0.037* -0.013 -0.011
(0.020) (0.019) (0.021) (0.021) (0.020)
Obs. 1477 1477 1477 1477 1477
R2 0.291 0.371 0.132 0.102 0.303
Regressions relating EA score to job tasks. All regressions include the first 10 principle components of the
full matrix of genetic data and controls for parental education (years of paternal and maternal education
and dummies indicating missing values for each) and own education (years of schooling and a full set of
completed degree dummies). All regressions also include a full set of dummies for birth year, calendar
year and age. Because of collinearity a subset of these dummies is dropped. In all columns the sample is
restricted to men between the ages of 50 and 64 who worked at least 20 hours for pay.
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Table 7: Polygenic Score and Labor Supply Outcomes
Panel A: Dep. Var - Work For Pay
EA score 0.032*** 0.019*** 0.017**
(0.006) (0.007) (0.008)
EA score x College 0.005
(0.013)
Obs. 13562 13562 13515
R2 0.091 0.108 0.111
Educ. Controls N Y Y
Parent Controls N Y Y
Panel B: Dep. Var - Retired
EA score -0.013*** -0.013*** -0.011**
(0.004) (0.004) (0.005)
EA score x College -0.007
(0.008)
Obs. 8104 8104 8074
R2 0.088 0.092 0.093
Educ. Controls N Y Y
Parent Controls N Y Y
Regressions relating the EA score to labor market outcomes. In Panel A, the dependent variable is
employment (working for pay). In Panel B, the dependent variable is retirement and conditions on not
being retired in the previous period. All regressions include the first 10 principle components of the
full matrix of genetic data along with a full set of dummy variables for birth year, calendar year and
age. Because of collinearity a subset of these dummies is dropped. The specifications in Columns 2
and 3 include controls for parental education (years of paternal and maternal education and dummies
indicating missing values for each) and own education (years of schooling and a full set of completed
degree dummies). The specification in Column 3 includes as additional controls interactions between the
principle components and an indicator for earning at least a college degree. The sample in Panel A is
restricted to men between the ages of 50 and 64. The sample in Panel B is restricted to men between the
ages of 50 and 64 who worked for pay in the last period and were not retired in the last period.
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Table 8: Polygenic Score and Wealth
(1) (2) (3) (4)
Dep Var. log Market Wealth log Tot. Wealth log Tot. Wealth log Tot. Wealth
EA score 0.183*** 0.085*** 0.082*** 0.080***
(0.026) (0.015) (0.018) (0.028)
Father Educ 0.019* 0.013** 0.015** 0.012
(0.010) (0.006) (0.007) (0.010)
Mother Educ 0.034*** 0.015** 0.010 0.030***
(0.011) (0.007) (0.008) (0.011)
Obs. 34721 35583 26449 9054
R2 0.188 0.229 0.196 0.164
Group All All No College College
Regressions relating the EA score to log wealth. All regressions include a full set of dummy variables for
age, a male dummy and a full set of interactions between the age and gender dummies. Additionally,
every specification includes the first 10 principle components of the full matrix of genetic data and controls
for parental education (years of paternal and maternal education and dummies indicating missing values
for each) and own education (years of schooling and a full set of completed degree dummies). We also
include a full set of dummies for birth year and calendar year. Because of collinearity a subset of the
birth year, calendar year and age dummies is dropped. We also trim the top 1 percent of person-year
wealth values because of substantial outliers. The dependent variable in the Column (1) is the log of
marketable wealth, which includes liquid or easily liquidated assets: cash or cash equivalents, bonds,
stocks and stock mutual funds. In Columns (2)-(4) the dependent variable is the log of total wealth,
which includes marketable wealth, the market vale of pension accounts, and the value of houses (net of
mortgage debt).
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Table 9: Polygenic Score, Family Problems, and Labor Market Outcomes
Panel A: First Tercile of EA score
(1) (2) (3) (4) (5) (6) (7) (8) (9)
Educ. At Lst. Coll. At Lst. H.S. log Wages log Tot. Wealth Cog Score log Wages log Tot. Wealth Cog Score
High SES 0.836*** 0.115*** 0.094*** 0.141** 0.228*** 0.077 0.078 0.107 -0.045
(0.112) (0.020) (0.020) (0.070) (0.074) (0.054) (0.064) (0.071) (0.051)
Drugs / Alch -0.174 -0.028 0.004 -0.053 -0.013 0.016 0.054 0.020 0.041
(0.153) (0.020) (0.028) (0.072) (0.081) (0.067) (0.072) (0.079) (0.061)
Physical Abuse 0.332 0.043 -0.038 -0.151 -0.168 0.114 -0.189** -0.227* 0.088
(0.252) (0.032) (0.045) (0.098) (0.136) (0.100) (0.085) (0.137) (0.097)
Own Educ. Controls N N N N N N Y Y Y
Obs. 2049 2049 2049 1438 8776 2038 1438 8776 2038
R2 0.272 0.162 0.206 0.140 0.190 0.176 0.261 0.247 0.302
Panel B: Second Tercile of EA score
(1) (2) (3) (4) (5) (6) (7) (8) (9)
Educ. At Lst. Coll. At Lst. H.S. log Wages log Tot. Wealth Cog Score log Wages log Tot. Wealth Cog Score
High SES 0.597*** 0.083*** 0.052*** 0.011 0.045 0.093** -0.031 -0.019 -0.002
(0.112) (0.022) (0.016) (0.055) (0.062) (0.047) (0.052) (0.060) (0.045)
Drugs / Alch -0.069 -0.002 -0.042* -0.020 -0.059 0.076 0.016 -0.041 0.083
(0.156) (0.027) (0.024) (0.064) (0.088) (0.061) (0.056) (0.087) (0.054)
Physical Abuse 0.147 -0.011 -0.009 0.002 -0.273** -0.016 0.028 -0.278** -0.034
(0.221) (0.038) (0.038) (0.126) (0.125) (0.097) (0.108) (0.120) (0.089)
Own Educ. Controls N N N N N N Y Y Y
Obs. 2107 2107 2107 1524 9627 2102 1524 9627 2102
R2 0.260 0.187 0.154 0.195 0.214 0.177 0.283 0.263 0.301
Panel C: Third Tercile of EA score
(1) (2) (3) (4) (5) (6) (7) (8) (9)
Educ. At Lst. Coll. At Lst. H.S. log Wages log Tot. Wealth Cog Score log Wages log Tot. Wealth Cog Score
High SES 0.856*** 0.163*** 0.050*** 0.105 0.176** 0.117** -0.003 0.055 0.012
(0.115) (0.024) (0.013) (0.073) (0.072) (0.046) (0.068) (0.070) (0.043)
Drugs / Alch -0.078 -0.005 -0.012 0.027 -0.088 -0.073 0.011 -0.118 -0.061
(0.161) (0.032) (0.021) (0.077) (0.094) (0.066) (0.064) (0.088) (0.061)
Physical Abuse -0.140 -0.019 -0.018 0.017 -0.404*** 0.004 0.015 -0.390*** 0.029
(0.244) (0.043) (0.030) (0.105) (0.141) (0.090) (0.101) (0.134) (0.083)
Own Educ. Controls N N N N N N Y Y Y
Obs. 2134 2134 2134 1492 9547 2126 1492 9547 2126
R2 0.236 0.206 0.127 0.192 0.205 0.165 0.332 0.262 0.266
Regressions relating measures of childhood environment to education and labor outcomes after dividing
the sample by EA score terciles. All log wage regressions are restricted to men aged 50-64 who work at
least 20 hours for pay. Regressions include EA score (to control for within-tercile genetic score differences)
a full set of dummy variables for birth year, a set of calendar year dummies, a male dummy (except for
wage regressions) and a full set of interactions between the birth year and gender dummies (except for
wage regressions). Unless otherwise noted, every specification includes the first 10 principle components
of the full matrix of genetic data and controls for parental education (years of paternal and maternal
education and dummies indicating missing values for each) and own education (years of schooling and a
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Figure 4: Coefficient on the interaction between EA score and high SES for different schooling categories.
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Figure 5: Non-parametric (Lowess) estimation relating the probability of high school degree or more to
EA score for high versus low SES for different measures of childhood SES. In each panel, the outcome
variable is the residual from OLS regression of an indicator for completing a high school degree or more
onto a set of controls and the regressor is EA score. Across SES measures, EA score predicts higher
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Figure 6: Non-parametric (Lowess) estimation relating the probability of completing a college degree
or more to EA score for high versus low SES for different measures of childhood SES. In each panel,
the outcome variable is the residual from OLS regression of an indicator for completing a college degree
or higher onto a set of controls and the regressor is EA score. Across SES measures, EA score predicts
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Figure 7: EA score and log wage: results from different time periods. For individuals without a college
degree, the coefficient on EA score in log wage regressions is zero once we have controlled for education.
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Figure 9: cognition score and log wage: results from different time periods. For individuals without
a college degree, the coefficient on cognition score in log wage regressions is positive even after we have
controlled for education. For individuals with a college degree, the coefficient falls over time, but is
insignificant at all points except for 1992-1996.
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Online Appendix:
“Genes, Education and Labor Market Outcomes:
Evidence from the Health and Retirement Study”
By: Nicholas W. Papageorge and Kevin Thom
A Additional Details on GWAS and Construction of the EA2 Score
In this appendix, we provide a brief introduction to molecular genetics and the kinds of
genetic data that we use in this study. We repeat some portions of Section 2 so that this
appendix can provide a self-contained introduction to GWAS and the EA score used in our
analysis. First, we describe some basic features of the human genome. Next, we discuss
how statistical gene-discovery projects can produce scores that are useful for the prediction
of economic outcomes such as educational attainment. We highlight how recent advances
permit credible and replicable inference.
The human genome consists of approximately 3 billion nucleotide pairs spread out over
23 chromosomes.64 A DNA molecule is often thought of as double-helix ladder, with the
nucleotide base pairs forming the “rungs” of the ladder. Each rung can either be an adenine-
thymine pair, or a guanine-cytosine pair. If the DNA strand can be thought of as a ladder
with nucleotide-pair rungs, then the rails or sides of the ladder are formed by phosphate
and sugar molecules. These rails can be distinguished as either the positive (+) or negative
(−) strands. At a particular location, it will matter which nucleotide molecule is attached
to which strand. For example, if there is an adenine-thymine pair in a particular position
where the adenine molecule is attached to the positive strand, this would be denoted by an
A. However, if instead the thymine molecule were attached to the positive strand, this would
be denoted by a T. This means that four possible variants could exist at a given address:
A, T, G or C, depending on which nucleotide pair is present, and the position of that pair
relative to the positive strand. However, most SNPs are biallelic, meaning that there are only
two observed alleles at a particular location. The human genome can therefore be thought
of as a series of 3 billion genetic addresses, each of which contains a particular base pair
molecule in a particular position.
At the vast majority of such locations (about 99 percent), there is no variation in the
observed nucleotide pair. A single-nucleotide polymorphism (SNP) exists when there are
differences in the nucleotide pair present at a particular location on the genome. A particular
SNP can be referred to by a name (e.g. rs7937), which indicates its position in the genome.
64Most of the background information presented here on the human genome follows Beauchamp et al.
(2011) and Benjamin et al. (2012)
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An allele refers to one of the variants that may be present at a particular SNP. If T (an
adenine-thymine pair with the thymine attached to the positive strand) is more commonly
found at a particular SNP, it is referred to as the major allele, and the other observed allele
is referred to as the minor allele.65
A traditional approach to the discovery of gene-behavior associations rests on examining
candidate genes. Under this paradigm, researchers use some knowledge of the relevant bio-
logical processes to suggest places in the genome that might contain SNPs associated with a
particular outcome. Unfortunately, this approach to identifying gene-economic outcomes has
also generated a large number of reported associations that have failed to replicate outside
of their discovery samples. This problem has been so widespread that an editorial statement
from the journal Behavior Genetics stated that “The literature on candidate gene associ-
ations is full of reports that have not stood up to rigorous replication,” and that “it now
seems likely that many of the published findings of the last decade are wrong or misleading
and have not contributed to real advances in knowledge,” (Hewitt, 2012). This pattern has
emerged, in part, because traditional candidate gene studies have been severely underpow-
ered to detect real genetic effects. Sample sizes in general have been too small relative to
the true effect sizes of individual SNPs, making it likely that statistically significant associ-
ations are the result of chance. This problem is exacerbated when studies search over many
candidate genes, creating a multiple hypothesis testing problem that increases the likelihood
of finding false positive results (Benjamin et al., 2012).
An alternative to candidate genes is an approach called a genome-wide association study
(GWAS). Under the GWAS methodology, researchers scan the entire genome for SNPs that
are associated with a particular phenotype (trait or outcome), but adopt strong measures
to deal with multiple hypothesis-testing. For a particular outcome of interest, yi, and for a
set of observed SNPs, {SNPij}N
J
j=1, a GWAS study proceeds by obtaining estimates of NJ
separate regressions of the form:
yi = µX ′i + βjSNPij + εij (2)
Here SNPij measures the number of copies of a reference allele possessed by individual i for
SNP j. For example, if the reference allele at SNP j is AT , then SNPij could take the values
0, 1, or 2. The maximum value of 2 reflects the fact that an individual can have at most two
copies of the reference allele - one on each inherited chromatid. Additionally, Xi is a vector
of controls, including principal components of the genetic variables {SNPij}N
J
j=1. Principal
components of the genetic data are added to control for population stratification. For ex-
65In the case of SNPs that are not biallelic, there may be multiple minor alleles.
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ample, it could be that SNPij is correlated with a particular ethnicity or ancestry group.
Failure to control for the principal components could generate observed SNP-phenotype re-
lationships that reflect the influence of broader ethnic differences rather than the influence
of a particular genetic marker.
After obtaining estimates for all NJ versions of equation (2), those estimated coefficients
β̂j with sufficiently small p-values are said to reflect relationships that are genome-wide sig-
nificant. Given the huge number of regressions run under this methodology, the significance
thresholds in modern GWAS are typically very strict. A conventional threshold is 5× 10−8.
This approach has become popular and as a consequence of its stringency requirements,
has led to the discovery of a number of credible genetic associations. For example, the
well-known FTO gene for obesity was discovered through a GWAS, despite the lack of any
existing biology that would have suggested it as a candidate gene (Benjamin et al., 2012).
Existing work has demonstrated the importance of credibly identified SNPs for several
economic outcomes. These SNPs either directly emerged from a GWAS, or were candidate
genes that were validated by later GWAS results. An established literature documents a
number of credible genetic associations with smoking behaviors (Bierut, 2010; Thorgeirsson
et al., 2010). Fletcher (2012) demonstrates that a SNP associated with smoking intensity also
appears to moderate the effect of tobacco taxes. More closely related to our work, another
set of studies suggests indirect linkages between genetic variants and human capital. For
example, Fletcher and Lehrer (2011) use a set of SNPs associated with health outcomes to
provide exogenous within-family variation to estimate a causal relationship between health
and education. Finally, Thompson (2014) shows that a variant associated with the MAOA
gene appears to moderate the relationship between income and education.
Recent work using GWAS has discovered some of the first direct associations between
specific SNPs and education. Rietveld et al. (2013) identified three SNPs (rs9320913,
rs11584700, rs4851266) attaining genome-wide significance in a GWAS for educational at-
tainment. Follow-up work by the same team (the Social Science and Genetics Consortium)
has recently extended the Rietveld et al. (2013) study to perform an educational attainment
GWAS with a sample size of 293,723. This follow-up study, Okbay et al. (2016), has dis-
covered 74 SNPs that attain genome-wide significance. We build our analysis here on the
gene-education associations found in this follow-up study.
One common technique adopted in the GWAS literature is to take observed SNPs and
the estimated GWAS coefficients (the β̂j) and aggregate them into a polygenic score that
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where β̃j is some transformation of the underlying GWAS coefficients. The β̂j estimates
are typically corrected to account for correlation between SNPs and prevent over or under
prediction. The follow up study Okbay et al. (2016) combines all genotyped SNPs into a
polygenic score that attains a predictive power of up to 3.85% of the variation in educational
attainment.66 In our study, we use SNP weights β̂j that have been adjusted using a technique
called LD Pred (Vilhjalmsson, 2015), and applied to the genetic data in the HRS.67 We refer
to the polygenic score created using these weights as the EA score, where “EA” stands for
“educational attainment”. We refer to it this way since other polygenic scores exist, which
capture genetic variation explaining different outcomes.
66We note as well that the polygenic score that we use in this study combines all SNPs analyzed in
Okbay et al. (2016), not just those reaching genome-wide significance. As noted in Okbay et al. (2016), this
maximizes the predictive power out of sample.
67We would like to especially thank Aysu Okbay, a member of the Social Science and Genetics Consortium,
for graciously generating and sharing this score with us.
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B Additional Results on Gender Differences
Here, we estimate the relationship between genes and years of education by separately by
gender. Essentially, we repeat the analysis reported in Table 2, but interact the genetic
score coefficients with a Male dummy. Estimates are presented in Table S1. Across the
columns, the coefficient on EAscore ×Male are consistently positive, indicating that the
association between the polygenic score and years of schooling is larger for males. However,
this interaction is only statistically significant in the last two columns, when more extensive
controls for SES and family background are included. The estimates in Column (5) suggest
that a one standard deviation increase in the polygenic score is associated with about 0.428
extra years of schooling for females, but about 0.528 extra years of schooling for women.
This difference is significant at the 0.05 level.
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Appendix Table S1: Polygenic Score and Educational Attainment - EA score x Male
(1) (2) (3) (4) (5)
EA score 0.641*** 0.459*** 0.454*** 0.436*** 0.428***
(0.035) (0.032) (0.032) (0.032) (0.032)
EA score x Male 0.054 0.079 0.079 0.097** 0.104**
(0.053) (0.049) (0.049) (0.048) (0.048)
Father Educ 0.157*** 0.153*** 0.117*** 0.114***
(0.009) (0.009) (0.009) (0.009)
Mother Educ 0.184*** 0.181*** 0.165*** 0.162***
(0.011) (0.011) (0.011) (0.011)
Child Health: Very Good -0.233*** -0.227*** -0.231***
(0.058) (0.057) (0.057)
Child Health: Good -0.480*** -0.434*** -0.444***
(0.072) (0.071) (0.071)
Child Health: Fair -0.371*** -0.327*** -0.364***
(0.118) (0.117) (0.117)
Child Health: Poor -0.796*** -0.752*** -0.781***
(0.223) (0.222) (0.221)
Child Health: Missing 1.050 1.168 0.899
(1.586) (1.604) (1.598)
Obs. 8554 8554 8554 8554 8554
R2 0.125 0.260 0.265 0.285 0.294
Child SES Measures N N N Y Y
Child Region N N N N Y
Religion N N N N Y
Regressions relating educational attainment (years) to the EA score. All regressions include a full set of
dummy variables for birth year, a male dummy and a full set of interactions between the birth year and
gender dummies. All specifications include the first 10 principle components of the full matrix of genetic
data as controls. Some specifications include controls for parental education, childhood health, childhood
SES measures, region during childhood and religion, as indicated.
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C Bias in Estimated Coefficients
In this appendix, we discuss potential biases to parameter estimates. A key problem is
that innate ability captured by genetic endowments can affect returns to human capital
investments, but also drive these investments. One reason is that parents who provide
advantageous genetic material may also be more likely to invest in their children. Further
problems arise since we do not measure human capital investments directly. Instead, we
proxy for them using various measures of parent SES. These proxies may be systematically
mis-measured. Here, we explore the consequences for parameter estimates.
First, suppose we want to relate a continuous economic outcome yi to innate ability,
measured by genetic score and denoted Gi, and a continuous investment in human capital Ii
yi = Giφ1 + Iiφ2 + (Gi × Ii)φ3 + εi (4)
In this equation, εi is an iid disturbance. φ3 is of particular policy relevance as it captures
whether innate ability and investments are complements (φ3 > 0) or substitutes (φ3 < 0).
There are two difficulties in estimating equation (4) which we emphasize. First, we
proxy for investments using family SES, which we denote Si. Investments may therefore be
systematically mis-measured as follows:
Ii = Siρ1 +Giρ2 +GPi ρ3 + νi (5)
The investment equation captures three features of our setting. First, family SES is an im-
perfect measurement of human capital investments. Second, the measurement error may be
systematically related to genotype Gi. For example, if ρ2 > 0, then parent SES systemati-
cally underestimates investments in children with high innate abilities. Finally, parents with
stronger genetic endowments, which we denote GPi , may also provide better environments
for their children even after we have controlled for parent SES.
Another feature of our setting is that the genetic endowment Gi reflects parent genetic
endowments, which we denote GPi . We capture this with the following equation:
Gi = GPi α + ei (6)
Notice that investments and SES, though they may be correlated with unobservable
variables that affect outcomes, cannot influence an individual’s genetic score. This will
prove helpful for inference on how innate abilities interact with investments. In particular,
we are interested in the structural relationship expressed in equation (4). We rewrite it,
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but substituting in the investment relationship from equation (5) to obtain an estimable
expression:
yi = Giφ1 + [Siρ1 +Giρ2 +GPi ρ3 + νi]φ2 + (Gi × [Siρ1 +Giρ2 +GPi ρ3 + νi])φ3 + εi
= Gi(φ1 + ρ2φ2) + Siρ1φ2 + (Gi × Si)ρ1φ3
+ GPi ρ3φ2 +G2i ρ2φ3 +GiGPi ρ3φ3 + νiφ2 +Giνiφ3 + εi
(7)
Next, recognize that GPi = Gi−eiα . Thus, we can rewrite the outcome as:
yi = Gi(φ1 + ρ2φ2) + Siρ1φ2 + (Gi × Si)ρ1φ3
+ Gi ρ3φ2α +G
2
i ρ2φ3 +G2i ρ3φ3α + νiφ2 +Giνiφ3 + εi




Simplifying, leads us to the following estimable expression:
yi = Giκ1 + Siκ2 + (Gi × Si)κ3 +G2iκ4 + ξi
κ1 = φ1 + ρ2φ2 + ρ3φ2α
κ2 = ρ2φ2
κ3 = ρ1φ3
κ4 = ρ2φ3 + ρ3φ3α





The final equation is similar to the type of equations we estimate. Estimated parameters
are related to the parameters of interest in equation (4). To simplify the discussion, we
will maintain the assumption that ρ1 > 0 (higher SES translates to higher investments) and
ρ3 > 0 (parents with more advantageous genetic endowments invest more in their children
even after we have controlled for SES). Finally, we recognize that parent and child genetic
endowments are positively correlated (α > 0). The following are true.
1. κ1 > φ1 + ρ2φ2 + ρ3φ2α if ρ2 > 0. If ρ2 < 0, the direction of the bias cannot be signed.
2. We over-estimate φ2 if ρ2 > 0. If ρ2 < 0, then the direction of the bias cannot be
signed.
3. As long as SES predicts actual investments (ρ1 > 0), the sign of κ3 is the same as the
sign of φ3. In other words, we estimate the correct sign of φ3, which governs whether
innate ability and investments in human capital are complements or substitutes. This
is important as we are particularly interested in understanding how innate ability
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differences can be mitigated by human capital investments.
4. The estimating equations should control for a second-order polynomial in genetic score.
This controls for how genetic score affects yi both directly and through its impact on
mis-measured investments.
5. Estimating equations should take account of heteroskedasticity since the variance of ξi
is a function of Gi.
One of the key results of this exercise is to show that we can identify the correct sign
of φ3, which governs interactions between ability (measured by genes) and investments,
which are measured using child SES. We obtain the correct sign even though SES, genes
and parent genes can all affect investments. Here, we show that our ability to identify the
sign of φ3 rests on the fact that genes are not affected by investments. Suppose instead
that we measure ability with cognitive test scores, which are affected by investments. In
this case, we can no longer identify the sign of φ3. We illustrate this point with a simpler
version of the model. Once again, our goal is to estimate the parameters in equation (4).
We add two more equations to the system: a simplified version of the investment equation
and an equation relating cognitive test scores (denoted Ci) to genes and investments. The
investment equation is
Ii = Siγ1 +Giγ2 + νIi (10)
Here, we have dropped parent genes GPi for ease of exposition. Cognitive test scores are
explained by:
Ci = Iiα1 +Giα2 + νCi (11)
This means that a cognitive test score is a function of investments Ii and genes Gi. The next
step is to solve for Gi and Ii as functions of observable variables Si and Ci, which are then
substituted into equation (4) to obtain an estimable expression. The estimable expression
is similar to equation (4), but in place of Gi, we have Ci:
yi = Ciδ1 + Siδ2 + (Ci × Si)δ3 + νYi (12)
It can be shown that sign(δ3) = sign(φ3) if α2α1 + γ2 > 2γ1. The interpretation is that if
factors other than genetics are important in explaining Ci, we are more likely to mis-estimate
the sign of φ3.
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D Additional Specifications Related to Gene - SES Interactions
In this appendix, we provide robustness checks of results generated from estimating regres-
sions of equation (1) from Section 3 in the main text. Using equation (1), we estimate an
interaction between childhood SES and the EAScore to explain educational attainment and
plot resulting coefficients for different levels of education in Figure 4. Recall that the in-
teraction between childhood SES and educational outcomes switches sign when we consider
lower to higher levels of educational attainment. Here, we demonstrate that this pattern
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Appendix Figure S1: Coefficient on the interaction between EA score and high SES for different
schooling categories. These specifications include a cubic in the polygenic score.
68Recall from the statistical model in Appendix C that the sign of the causal interaction is correctly
estimated if we control for non-linearities in the polygenic score even if high-score individuals are more likely
to face larger investments.
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E Additional Results on Birth Cohort Interactions
Table S2 demonstrates that the results related to log wages continue to hold once we drop
earlier birth cohorts. All specifications in Table S2 restrict the wage sample to individuals
born in 1944 or later. As indicated in Column (1), with this restricted sample, we continue
to find a substantial interaction between the EA score and completing at least a college
degree. We do not find a statistically significant main effect for the EA score in Column (1),
indicating no return for those without a college degree. The median birth year for individuals
in this restricted sample is 1949. Columns (2)-(3) of Table S2 test for interactions between
the EA score and being born after 1949 separately for those with and without a college
degree. Column (2) restricts the sample to those without a college degree and we find no
statistically significant coefficient on the EA score either the younger or older birth cohorts.
Column (3) restricts the sample to those with a college degree and we find a statistically
significant coefficient on the EA score of 0.069. Moreover, the coefficient on the interaction
between the EA score and the indicator for younger cohorts is positive and significant with
p-value 0.071. The estimates imply that a one standard deviation increase in the EA score
is associated with 6.9 percent higher wages for college graduates born in 1949 or earlier, but
it is associated with about 17.1 percent higher wages for college graduates born after 1949.
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Appendix Table S2: Polygenic Score and Wages
(1) (2) (3)
EA score -0.014 -0.009 0.069**
(0.024) (0.033) (0.034)
EA score x College 0.128***
(0.036)
EA score x Post BY 1949 -0.007 0.102*
(0.049) (0.056)
Obs. 2821 1750 1071
R2 0.225 0.118 0.195
Ed. Groups All No College College
Birth Cohorts ≥ 1944 ≥ 1944 ≥ 1944
Educ. Controls Y Y Y
Parent Controls Y Y Y
Regressions relating the EA score to log wages. In all columns the sample is restricted to men between
the ages of 50 and 64 who reported working at least 20 hours for pay. The dependent variable is the log
wage. All regressions include the first 10 principle components of the full matrix of genetic data along
with a full set of dummy variables for birth year, calendar year and age. Because of collinearity, a subset
of these dummies is dropped. All specifications include controls for parental education (years of paternal
and maternal education and dummies indicating missing values for each) and own education (years of
schooling and a full set of completed degree dummies). Column (1) includes interactions between all
principle components and the dummy variable for at least a college degree. The results in Columns (2)-
(3) include interactions between the principle components and a dummy variable indicating birth years
after 1949.
71
F Additional Results Using the Cognitive Test Score
If the polygenic score captures academic ability, a natural question to ask is how it relates
to more typical measures of academic ability, such as cognitive test scores. This question is
especially pertinent since typical measures of ability, such as IQ, are subject to the critique
that they reflect earlier investments. Genetic information is not since it is not changed by
investments made after conception. Fortunately, we are able to compare cognitive test scores
to the polygenic score. The HRS features a number of items related to cognition, including
two memory tests, two simple math exercises, and eight general knowledge questions, which
have been used in prior literature as a measure of cognition (McArdle, Smith, and Willis,
2009).
Each memory test is scored out of ten, for a total of twenty possible points. Subjects’
memory was tested using a list of ten common nouns. They were asked to recall as many of
the nouns as possible both immediately after the list was read and after a predetermined set
of survey questions (or about five minutes). The math exercises account for seven points:
two awarded for correctly counting back from 20 to 10 on the first try (or one on a second
try), and one each for 5 rounds of correctly subtracting 7 from 100. Eight points are scored
by correctly naming the day of the week, date, month, and year, the objects “people usually
use to cut paper” and the “kind of prickly plant that grows in the desert”, and the sitting
President and Vice President.
Our specific measure of cognitive functioning comes from the Imputation of Cognitive
Functioning Measures file of the HRS. Specifically, we use the imputed “Total Cognition
Summary Score” for each wave. This score aggregates the previously mentioned cognition
measures and takes values between 0-35. To remove the effects of age and gender, we regress
all observations of the total cognition score for genetic Europeans on a male dummy, a
quartic in age, and an interaction between male and the quartic age terms. We then average
the residuals for each individual and standardize this average so that it has zero mean and
a standard deviation of one.
We plot the distribution of the cognition score in Figure S2. Similar to the EA score (refer
back to Figure 1), cognition score is approximately normally distributed. The correlation
between cognition score and EA score is modest (ρ = 0.193). A scatter plot indicates this
weak positive correlation (Figure S3).
We next assess whether the EA score and the Cognitive Score exhibit similar relationships
with educational attainment and the labor market outcomes we study. Table S3 presents
specifications that add the cognition score to our basic set of regressions explaining edu-
cational attainment from Table 2. Both the EA score and the cognition score exhibit a
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substantial, highly significant statistical relationship with educational attainment. Since the
two scores are somewhat correlated, the coefficient on the EA score does drop somewhat
when the cognition score is added. In the full specification with all SES controls, the co-
efficient on the EA score is 0.359, compared to 0.470 in the same specification without the
cognition score (compare the coefficient attached to EA score in Column (5) of Table 2 from
the main text with the analogous coefficient in Column (5) of Table S3 in this appendix).
The relationship between the cognition score and education is sizable, with a one standard
deviation increase in the cognition score being associated with an increase of educational
attainment of 0.768 years.
In Table S4, we add the cognition score to the regressions explaining degree types and
the probability of repeating a grade in childhood. Here again, we find that both the EA
score and the cognition score are positively associated with better educational outcomes
along all of these dimensions. We also examine whether the EA score and the cognition
score are similarly moderated by SES. In Table S5, we present coefficient estimates for a
modified version of Equation 1 that also includes the cognition score and its interaction with
High SES. Adding these regressors will in general reduce the precision of our estimates for
either interaction since EA score and the cognition score are correlated. Nevertheless, the
non-monotonic pattern of interactions found in Figure 4 holds for both the EA score and
the Cognitive Score in many specifications.
In Table S6, we revisit our specifications for labor market outcomes (Table 7), but now
add cognition score and, where appropriate, its interaction with an indicator for college
degree. In all of these specifications, all of the statistically significant results for the EA
score continue to hold. However, we find some important differences for the Cognitive Score,
which reflect that it can vary over time and as a result of endogenous investments. Although
both the EA score and the Cognitive Score are positively associated with working status, the
Cognitive Score exhibits a different relationship with retirement probabilities (conditional
on working). While the EA score is negatively associated with retirement for all workers,
the Cognitive Score is positively associated with retirement for workers without a college
degree, but negatively associated for those with a college degree. Interestingly, although the
cognition score is positively associated with log wages, we find no evidence for a significant
interaction between the cognition score and holding a college degree.
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Appendix Table S3: Polygenic Score, cognition score, and Educational Attainment
(1) (2) (3) (4) (5)
EA score 0.476*** 0.371*** 0.369*** 0.362*** 0.360***
(0.025) (0.023) (0.023) (0.023) (0.023)
CogScore 0.974*** 0.804*** 0.794*** 0.774*** 0.768***
(0.025) (0.024) (0.024) (0.024) (0.024)
Father Educ 0.131*** 0.129*** 0.097*** 0.096***
(0.009) (0.009) (0.009) (0.009)
Mother Educ 0.149*** 0.148*** 0.134*** 0.133***
(0.010) (0.010) (0.010) (0.010)
Obs. 8473 8473 8473 8473 8473
R2 0.264 0.347 0.349 0.364 0.372
Child SES Measures N N Y Y Y
Child Region N N N Y Y
Religion N N N N Y
Regressions relating educational attainment (years) to the EA score and the cognition score. All regres-
sions include a full set of dummy variables for birth year, a male dummy and a full set of interactions
between the birth year and gender dummies. All specifications include the first 10 principle components
of the full matrix of genetic data as controls. Some specifications include controls for parental education,
childhood health, childhood SES measures, region during childhood and religion, as indicated.
Appendix Table S4: Polygenic Score, cognition score and Categorical Education Outcomes
(1) (2) (3) (4) (5)
Dep Var. No Degree Two-Year Coll. College College Plus Redo Grade
EA score -0.027*** -0.004 0.034*** 0.033*** -0.019***
(0.003) (0.002) (0.004) (0.003) (0.004)
CogScore -0.091*** 0.008*** 0.042*** 0.045*** -0.060***
(0.003) (0.003) (0.004) (0.003) (0.004)
Father Educ -0.006*** 0.000 0.012*** 0.010*** -0.006***
(0.001) (0.001) (0.001) (0.001) (0.001)
Mother Educ -0.014*** 0.002* 0.010*** 0.007*** -0.006***
(0.002) (0.001) (0.002) (0.001) (0.002)
Obs. 8449 8449 8449 8449 8116
R2 0.194 0.025 0.095 0.107 0.105
Regressions relating educational attainment categories or the probability of repeating a grade to the EA
score and the cognition score. All regressions include a full set of dummy variables for birth year, a male
dummy, and a full set of interactions between the birth year and gender dummies. Additionally, every
specification includes the first 10 principle components of the full matrix of genetic data and controls for
parental education (years of paternal and maternal education, and dummies indicating missing values for
each) and own education (years of schooling and a full set of completed degree dummies).
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Appendix Table S5: Polygenic Score, cognition score and Interactions with SES
(1) (2) (3) (4) (5)
Dep Var: At Least H.S. Equiv High School Two Yr. College Grad
Panel A: SES Measure - Family Well Off
EA score 0.030*** 0.047*** 0.040*** 0.037*** 0.016**
(0.007) (0.007) (0.009) (0.008) (0.006)
EA score x High SES -0.005 -0.015* 0.033*** 0.043*** 0.024***
(0.008) (0.009) (0.010) (0.010) (0.007)
Cog Score 0.129*** 0.140*** 0.081*** 0.072*** 0.043***
(0.006) (0.007) (0.009) (0.008) (0.006)
Cog Score x High SES -0.053*** -0.057*** 0.022** 0.023** 0.004
(0.008) (0.008) (0.010) (0.010) (0.007)
Obs. 8325 8325 8325 8325 8325
Panel B: SES Measure - Father Occ. Income
EA score 0.036*** 0.048*** 0.043*** 0.039*** 0.016***
(0.005) (0.006) (0.007) (0.007) (0.005)
EA score x HighSES -0.017** -0.026*** 0.036*** 0.046*** 0.032***
(0.008) (0.009) (0.011) (0.010) (0.007)
Cog Score 0.123*** 0.128*** 0.079*** 0.069*** 0.034***
(0.005) (0.006) (0.007) (0.007) (0.005)
Cog Score x High SES -0.055*** -0.051*** 0.030*** 0.038*** 0.022***
(0.008) (0.009) (0.011) (0.010) (0.008)
Obs. 6459 6459 6459 6459 6459
Panel C: SES Measure - Move or Asked for Help
EA score 0.032*** 0.056*** 0.070*** 0.065*** 0.021***
(0.007) (0.008) (0.009) (0.009) (0.007)
EA score x High SES -0.007 -0.027*** -0.007 0.004 0.018**
(0.008) (0.009) (0.011) (0.010) (0.008)
Cog Score 0.105*** 0.117*** 0.080*** 0.072*** 0.043***
(0.007) (0.007) (0.009) (0.009) (0.006)
Cog Score x High SES -0.019** -0.023*** 0.022** 0.022** 0.005
(0.008) (0.009) (0.011) (0.010) (0.007)
Obs. 8301 8301 8301 8301 8301
Panel D: SES Measure - Father Unemployed
EA score 0.036*** 0.049*** 0.047*** 0.053*** 0.022***
(0.007) (0.008) (0.009) (0.009) (0.006)
EA score x High SES -0.012 -0.017** 0.023** 0.019* 0.014*
(0.008) (0.009) (0.011) (0.010) (0.007)
Cog Score 0.108*** 0.121*** 0.089*** 0.074*** 0.046***
(0.007) (0.007) (0.009) (0.008) (0.006)
Cog Score x High SES -0.024*** -0.030*** 0.008 0.018* 0.001
(0.008) (0.009) (0.010) (0.010) (0.007)
Obs. 8342 8342 8342 8342 8342
Regressions relating educational attainment categories to the EA score, childhood SES, the cognition
score and interactions of the EA score and the cognition score with high SES. Regressions also include a
full set of dummy variables for birth year, a male dummy and a full set of interactions between the birth
year and gender dummies. Additionally, every specification includes the first 10 principle components
of the full matrix of genetic data and controls for parental education (years of paternal and maternal
education and dummies indicating missing values for each) and own education (years of schooling and a
full set of completed degree dummies).
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Appendix Table S6: Polygenic Score, cognition score, and Labor Outcomes
Panel A: Dep. Var - Work For Pay
EA score 0.022*** 0.016** 0.015*
(0.006) (0.007) (0.008)
EA score x College 0.002
(0.013)
Cog. Score 0.047*** 0.036*** 0.028***
(0.007) (0.008) (0.009)
Cog. Score x College 0.027*
(0.015)
Obs. 13300 13300 13253
Educ. Controls N Y Y
Parent Controls N Y Y
Panel B: Dep. Var - Retired
EA score -0.013*** -0.012*** -0.011**
(0.004) (0.004) (0.005)
EA score x College -0.006
(0.008)
Cog. Score 0.002 0.003 0.009*
(0.003) (0.004) (0.005)
Cog. Score x College -0.022***
(0.009)
Obs. 7921 7921 7891
Educ. Controls N Y Y
Parent Controls N Y Y
Panel C: Dep. Var - Log Wage
EA score 0.067*** 0.018 -0.001
(0.012) (0.011) (0.013)
EA score x College 0.059**
(0.024)
Cog. Score 0.156*** 0.060*** 0.070***
(0.013) (0.014) (0.016)
Cog. Score x College -0.028
(0.030)
Obs. 6508 6508 6480
Educ. Controls N Y Y
Parent Controls N Y Y
Regressions relating labor market outcomes to the EA score, the cognition score and interactions between
these two variables and an indicator for having a college degree. In Panel A, the dependent variable is
employment (working for pay). In Panel B, the dependent variable is retirement and conditions on not
being retired in the previous period. In Panel C, the dependent variable is log wage conditional on working
for pay. All regressions include a full set of dummy variables for birth year and the first 10 principle
components of the full matrix of genetic data. The specifications in Columns 2 and 3 include controls for
parental education (years of paternal and maternal education and dummies indicating missing values for
each) and own education (years of schooling and a full set of completed degree dummies). The sample
in Panel A is restricted to men between the ages of 50 and 64. The sample in Panel B is restricted to
men between the ages of 50 and 64 who worked for pay in the last period and were not retired in the last
period. The sample in Panel C is restricted to men between the ages of 50 and 64 who worked at least
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Appendix Figure S2: Distribution of cognitive test scores (cognition score), which is the standardized
individual-level average residual from a regression of cognition on age
Appendix Figure S3: Scatter plot by individual of EA score and cognition score.
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